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Selenoamino acid metabolism
Nonsense Mediated Decay (NMD) independent of the Exon Junction Complex (EJC)
WNT5A−dependent internalization of FZD4
Response of EIF2AK4 (GCN2) to amino acid deficiency
GTP hydrolysis and joining of the 60S ribosomal subunit
L13a−mediated translational silencing of Ceruloplasmin expression
Josephin domain DUBs
SRP−dependent cotranslational protein targeting to membrane
Formation of the ternary complex, and subsequently, the 43S complex
Cap−dependent Translation Initiation
Eukaryotic Translation Initiation
Glycogen storage diseases
Viral mRNA Translation
Selenocysteine synthesis
Formation of a pool of free 40S subunits
Eukaryotic Translation Termination
Peptide chain elongation
Eukaryotic Translation Elongation
Activation of the mRNA upon binding of the cap−binding complex and eIFs, and subsequent binding to 43S
Translation initiation complex formation
Ribosomal scanning and start codon recognition
Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJC)
Nonsense−Mediated Decay (NMD)
TGF−beta receptor signaling in EMT (epithelial to mesenchymal transition)
Regulation of expression of SLITs and ROBOs
Influenza Viral RNA Transcription and Replication
Cellular response to starvation
Detoxification of Reactive Oxygen Species
Diseases of carbohydrate metabolism
RHO GTPases Activate NADPH Oxidases
Assembly Of The HIV Virion
Glycogen synthesis
Pexophagy
Elevation of cytosolic Ca2+ levels
Chaperone Mediated Autophagy
Nef−mediates down modulation of cell surface receptors by recruiting them to clathrin adapters
Regulation of FZD by ubiquitination
The role of Nef in HIV−1 replication and disease pathogenesis
Heparan sulfate/heparin (HS−GAG) metabolism
Diseases associated with glycosaminoglycan metabolism
SUMOylation of immune response proteins
CDC6 association with the ORC:origin complex
Regulation of RUNX1 Expression and Activity
E2F mediated regulation of DNA replication
Nicotinamide salvaging
TRAF6 mediated IRF7 activation
Resolution of D−loop Structures through Synthesis−Dependent Strand Annealing (SDSA)
Condensation of Prometaphase Chromosomes
Presynaptic phase of homologous DNA pairing and strand exchange
Homologous DNA Pairing and Strand Exchange
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