Scatterplot of all genes
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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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10000 ! ! ! !
1 1 1 1
5000 A 1 I 1 Q 1
1 L | 1 1 a
01+ 2ad-t-9—-| Fpe—= - & + =@ TR +—8——& [
i I I I N
-5000 A o 1 1 1
& 1 ? 1 O | iy 1
-10000 A I I I I
T T I T T T T I T T T T I T T T T I T T T T T
—-100680000 50000000-100680000 500D0006-100660000 50000006-100680000 50000000 —~10000 0 10000




Position in rank

STRESS_ABIOTIC_HEAT

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




PROTEIN_POSTRANSLATIONAL_MODIFICATION

de0 de3 de6 del2 de24

Corr: Cotrr: Corr: Corr:
0.371*** 0.472*** 0.113 0.3393~

09p

Cotrr: Corr: Corr:
0.571*** 0.438*** 0.224**

€ap

Corr: Corr:
0.356*** 0.209**

93p

Corr:
0.144*

[ALC]Y

Zap

—100€80000 5000000-100€R0000 500D0000-106€8D000 S0ADO00 —100680000 50000000 —-10000 O 10000



PROTEIN_POSTRANSLATIONAL_MODIFICATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.8 714> 0.472%*+* 0.113 0.339*** e
10000 :
5000 C
0 ONEL Corr: Corr: Corr: =
- - D
Ve 0.571*** 0.438*** 0.224** @
-50004 %, o & &
O
-10000 &% * I
n 1
1 | e
10000 4 I s I
) 1
5000 A &5 o® N
JLle® ek o || A Corr: Corr: 5
o! s 0.356*** 0.209** °’
-5000 % Tol e &
A ] L 1
— - G 8, >
10000 1%+ : Soae !
10000 ! o . b y
2! a ole ¢ i
50004 L& & 1 e &1 @
&1 8o 18 e .
019% oLt Sl © | ST 4858 g | |0090. 0 A% Corr: E
@ 1 @ e 1 . a 10 *
-5000 # & “o we Py B ety i o Ot144 w
1 & 1 o) 1
-1000014.+ 1 a0 S | o ) 1
1 1 1
10000 4 1 | Bew 4 I P | oce g
> 6c) o 1 B 1 . PR | e %
50007 & . @/ ! I 8 38 88
: Q ¢ ¥ 1 I";/*«'? o ! ¥ I 4 ® o
OF === ==--—| === e i B e o @
oo ach %0 &l .o\ e ) c N
-50009 * 1 & 0 (9 - e R | .
O 1 ' 1 ; L I @
-100009 & : I s I I
:.\I T ? T T = T - T I T T D T T I ! T T T T I T T T T T
—-100680000 50Q00000-100680000 50000000-106€ED000 50000000 —100680000 50000000 —~10000 0 10000




Position in rank

PROTEIN_POSTRANSLATIONAL_MODIFICATI

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_DEGRADATION_AAA_TYPE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.410* 0.117 -0.118 0.035 =
Corr: Corr: Corr: =
(0]
0.587*** 0.461** -0.289 @
Corr: -
D
-0.507** °’
Corr: a
1
0.036 N
D
N
N
T T L] T T T - T T “I T I T T T L] T T T T T
-100€80000 500000061206806@0000 4000 —-1006B8000 0 500000GEALO0EHO000 50000000 —~10000 O 10000




PROTEIN_DEGRADATION_AAA_TYPE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.410* 0.117 -0.118 0.035 e
1
4000 - :
O T T T T Corr: Corr: Corr: =
(0]
—4000 4 : 0.587*** 0.461** -0.289 @
-8000 A I
1
—12000 - 1
10000 7 7
5000 1 : :
1 1 . .
0 H—al 4+~ Ft+ots 1 Corr: Corr: a
1 1 — *% (o]
5000 - ] | 0.189 0.507
1 1
—10000 A 1 1
1 1
10000 ! ! !
1 1 1
5000 A ! ! !
! ! ! Corr: o
O+F-—=d4-=-=-=-=/F=-=-==-- F===F=-=-== e @
1 1 1
-5000 - 1 1 1 0.036 >
1 1 1
—10000 A 1 1 1
d 1 1 1 .
10000 ! ! ! !
1 1 1 1
5000 - ! ! ! !
A 1 1 1 a
OF=-=-=dA-=—===|F=-==== F===F=-=-== 4=-=-=-=|pF=-=-=-- +-=-=-- [
1 | | | N
-5000 A 1 1 1 1
1 1 1 1
-10000 A I 1 I I
T T I T T T T T I T T T I T T T I T T T T T
-100680000 500D00061206806@0000 4000 -10068000 0 50000060006E0000 50000000 -10000 0O 10000




Position in rank

PROTEIN_DEGRADATION_AAA_TYPE

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12
Var2

de24




MISC_GDSL-MOTIF_LIPASE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.147 0.466*** 0.058 0.222. =
Corr: Cotr: Corr: =
(0]
0.271* 0.402*** 0.231. @
Corr: Corr: -
D
0.144 -0.074 &
Corr: a
3 2
0.283* N
- o)
N

—10GEED000 500D000-10GEED000 50AID000-106880000 50000

00-100680000 500000

00 -10000 O




MISC_GDSL-MOTIF_LIPASE

de0

de3

de6

del2

de24

12.5
10.0 1
7.5
5.0 1
2.54
0.0+

Corr:
0.147

Corr:
0.466***

Corr:
0.058

Corr:
0.222.

09p

10000 -
5000 -~
0-
-5000 1
—10000 -

Corr:
0.271*

Corr:
0.402***

Corr:
0.231.

€ap

10000 ~
5000
0-

-50007 -

—-10000 A

Corr:
0.144

Corr:
-0.074

93p

10000 -

50004
01"

—-5000 1
—-10000 A

Corr:
0.283*

[ALC]Y

10000 ~
5000 -
0-
—=5000 1
—10000 -

Zap

f

10GE€ED000 500M0006-100680000 50000

00-100680000 50000

00-10068000 0 50000000 —-10000 O




Position in rank

MISC_GDSL-MOTIF_LIPASE

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




SIGNALLING_RECEPTOR_KINASES_MISC

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.186 0.562*** 0.103 0.212 =
Cotrr: Corr: =~
(0]
0.461** 0.113 @
Corr: Corr: -
D
0.386* 0.240 °’
Corr: 2
-0.048 R
- o)
N
1
1 1

—100680000 50000006-10GEE0000 500ID000—1006RD!

000 500D006aL00660

00 0 50000000 -10000 O 10000




SIGNALLING_RECEPTOR_KINASES_MISC

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.186 0.562*** 0.103 0.212 =
10000 :
1
5000 A
: Corr: Corr: Corr: o
o = - (0]
0 : 0.451** 0.461** 0.113 @
-5000 A |
-10000 A :
1 1
10000 4 : :
5000 1 : :
Corr: Corr: -
O+ =-=== e et oo - - @
! ! 0.386* 0.240 °’
-5000 A : :
-10000 A I I
1 1
10000 : ! i
1 I 1
5000 1 : : :
: i i Corr: 2
0T TSR T | [l e 6 | [ o7 [ gl -0.048 S
_5000 A 1 1 1
1 1 1
-10000 A 1 ! 1 |
10000 1 I I I I
1 1 1 1
5000 - 1 1 1 o 1
1 1 1 1
01T =T F====lF=-=== e e e e e % 1 %
1 1 1 1 ~
-5000 A 1 1 1 1
1 1 1 1
—10000 A 1 1 1 1
1 1 1 I

—100680000 50000006100680000 500D0000-1006R0000 5000006A.0066000 0 500@0000 -10000 O 10000



Position in rank

SIGNALLING_RECEPTOR_KINASES_MISC

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2




RNA_REGULATION_OF_TRANSCRIPTION_B3 _TRANSCRIPTION_FACTOR_F

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.394* 0.429* -0.075 0.378. =
Corr: Corr: =~
@
0.433* 0.669*** £
Corr: Corr: a
-0.169 0.030 =2
Corr: o
B
0.162 N
5000 -
0+ - - o
[¢]
N
-5000 A =
~10000 - o

-100666000 O 5000-100066000 O 5006-10068000 0 500000G010066000 O 50000006-10068000 0 50000000



RNA_REGULATION_OF_TRANSCRIPTION_B3 _TRANSCRIPTION_FACTOR_F

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.394* 0.429* -0.075 0.378. =
5000
0 Corr: Corr: Corr: o
5000 0.329. 0.433* 0.669*** &
-10000 A
10000 -
50007 Corr: Corr: o
- D
0 -0.169 0.030 L
-5000
-10000 A
10000 - 1
1
5000 i
! Corr: o
0- e o
! ! ! 0.162 N
~5000 1 i : :
-10000 A : : :
1 1. 1 1
5000 1 | | |
1 1 1 1
O+ ----- Lo b= e i B e ] e a
1 1 1 1 CIE)
1 1 1 1 ~
-5000 : : : :
1 1 1 1
-10000 A i I 1 1
| | | |

—-1206806@0000 4000 —100066000 O 5006-10066000 0 5000006€10066000 0 50000006-10068000 0 50000000



Position in rank

RNA_REGULATION_OF_TRANSCRIPTION_B3

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



MISC_INVERTASE/PECTIN_METHYLESTERASE_INHIBITOR_FAMILY_PROTE

deO de3 de6 del2 de24
10.0 -

Corr: a

0.390* =

Corr: a

0.384* @

Corr: a

0.131 22

Corr: o

0

0.307 N

X

N

jr— I

—100680000 500D000610065000 0 50000000 -5000 0 50020000 -10066000 0 50000006-10000 O 10000




MISC_INVERTASE/PECTIN_METHYLESTERASE_INHIBITOR_FAMILY_PROTE

de0 de3 de6 del2 de24

10.0 1

7.5
Corr: Corr: Corr: Corr:

0.081 0.406* 0.001 0.390*

09p

5.0 1

2.5

0.0+

10000 -

5000+ Corr: Corr: Corr:

0.050 -0.171 0.384*

€ap

Ot -=--q-----
~5000 -

—-10000 A

10000 -

50001 Corr: Corr:

O —==de oo - Fmm e - - 0.027 0.131
—-5000 4

93p

10000

5000
Corr:

OTi= -~ N LT 1S9 19 F= T T 1799
’ 0.307

[ALC]Y

—-5000 1

10000 H

1
v

1

—-10000 A 1
1

1

1

5000 - !
1

O+ =-==a4=-==== e Rl R e B - ===
—-5000 1
—-10000 A

Zap

—100680000 5000000610068000 0 50000000 -5000 0 50000000-10066000 0 500@000G-10000 O 10000



Position in rank

MISC_INVERTASE/PECTIN_METHYLESTERAS

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



SIGNALLING_RECEPTOR_KINASES_LEUCINE_RICH_REPEAT_VI

—-5000 1

—10000 -

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.107 0.700* 0.404 0.540 =
Corr: a
0.328 @
Corr: a
0.890** °’
Corr: a
1
-0.113 N
o)
N

1k

-12006-8000-4000

500010000 -5000 0 500@.000650

00 O 500010000-10GE€EDO00 500000




SIGNALLING_RECEPTOR_KINASES_LEUCINE_RICH_REPEAT_VI

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.107 0.700* 0.404 0.540 =
1
10000 - I
1
5000 - : Corr: Corr: Corr: o
: 0.416 0.519 0.328 @
O+ =-=-=-=-=-=-=-- -
1
~5000 - L
10000 : :
1 1
5000 : : Corr: Corr: o
D
O === H it 0.163 0.890** ©
~5000 4 ! !
: : i I
10000 : : :
1 1 1
5000 ! ! ! Corr: o
1 1 1 (0]
! ! ! -0.113 R
O+ =—==—===== | R e i e e
1 1 1
1 1 1 I
~5000 - I 1 I
10000 A : : : :
Hl : :
ode——te I _ ket e (L _le |l JL__L_ 0o _ _o %
1 1 1 1 N
~5000 1 : : : : I
1 1 1 1
-10000 A | | I — L | ; .
0 0

—-12006-8000-4000 500010000 -5000 0 50000066000 0O 500010000-10GE€EDOO0 50AMMO0O0



Position in rank

SIGNALLING_RECEPTOR_KINASES_LEUCINE

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



CELL_ORGANISATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: =
(9]
0.548*** 0.596*** 0.444%** 0.334*** =
Corr: Corr: Corr: =
(0]
0.603*** 0.606*** 0.240** @
Corr: Corr: -
0.448*** 0.329*** &
Corr: 2
0.158. R

Zap

—100€8D000 50QD000-100680000 500M0000-10GER0000 5000000 -100680000 50000000 —-10000 O

10000




CELL_ORGANISATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
0.548*** 0.596*** 0.444%** 0.334*** &
100004 ~ e |
5000{< - * | . . .
N P CARS Corr: Cotr: Corr: a
0004 0'? % : 0.603*** 0.606*** 0.240** @
o 3
-10000 4 :
100001 :
5000 A : _ _
oL (e e S Corr: Corr: a
500058 4 : 0.448*** 0.329*** °’
@% i
-100004 & :
10000 : ’ : o
5000 - > | ! '
0“;__F: __________ Lt___ Corr: a
5000 1 : L: 0.158. N
-100004 & : & :
L L
10000 : , J
5000 A b !
04 === P Lo [ loeed ™ lo 1L |11 4 13 ce %
—5000-—;‘ E E ® .
-100004" i * .
! !

—10GEE0000 500M0000-100680000 50000000-106680000 50000000-100680000 50000000 -10000 O 10000



Position in rank

CELL_ORGANISATION

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




RNA_REGULATION_OF_TRANSCRIPTION_PUTATIVE_TRANSCRIPTION_RE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.617*** 0.677*** 0.416*** 0.462*** =
Corr: Corr: Corr: =
(0]
0.719*** 0.488*** 0.285** @
Corr: Corr: -
0.467*** 0.292** &
Corr: 2
0.074 R
:
1
o)
N

—106680000 50000000-10CGER0000 500D000-10068000 0 50000000-100880000 50000000-10000 0O 10000




RNA_REGULATION_OF_TRANSCRIPTION_PUTATIVE_TRANSCRIPTION_RE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.617*** 0.677*** 0.416*** 0.462*** =
100001 :
1
5000 A
0 : : Corr: Corr: Corr: o
——— e = - (9]
: 0.719*** 0.488*** 0.285** @
—5000-@} |
-100004_ i@ !
° 1
10000 ! ® !
1 1 e
5000 ~ ! !
oL TCLT o 8" | [° e 86, AN Corr: Corr: 5
: 2 : 0.467*** 0.292** &
-5000 w > |
-100004:# = ! :
10000 A 1 1 1
1 Y 1 1
5000 A 1 . 1 [
1 1 1 .
0+ -2 - oo d_| [ 1o 0 ol NI Pe L 00 e Corr: E
1 I 1
-5000 A i i | 0.074 N
1 T 1 ® 1
—10000 A 1 9 1 50 1
1 X 1 1
10000 i ] ] 1
1 1 1 1
5000 A I I I 1
1 1 1 1
U - A 2 e ==~ e r o e s a9 7T )
i 1 1 ' i N
—-5000 1 R I I I
" 1 1 1
—10000 A 1 I 1 1
1 I I 1

—100880000 500D0000-10GR0000 500D000G-10068000 0 50000006-100860000 50000000-10000 O 10000



Position in rank

RNA_REGULATION_OF_TRANSCRIPTION_PL

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



CELL_WALL_CELL_WALL_PROTEINS_HRGP

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.262 0.326 -0.308 0.388 e
Corr: Corr: =
(0]
0.103 0.292 @
Corr: Corr: -
D
0.086 0.423 °’
Corr: a
1
-0.031 N
+| | o)
1 1 1 §

1 1 1
: : : [
~1250006756606@50061200680004000 0 46020088000-4000 O -1008B000 0 5000 -10000 O 10000




CELL_WALL_CELL_WALL_PROTEINS_HRGP

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.262 0.326 -0.308 0.388 e
O-
Corr: Corr: Corr: =
—4000 A @
0.270 0.103 0.292 @
-8000
-12000 -
0-
-2500 c c
rr: rr:
~5000 - 9 H §
7500 - 0.086 0.423
—10000 A -
-12500
1
5000 :
1 .
04 | et Corr: a
1 1 —
-5000 - . . 0.031 N
1 1
-10000 A ! !
1 1
10000 1 | | |
1 1 1
5000 ! ! !
1 1 } a
0~ tr-—-—-—-=-=—4--|F-=-=--=--- A= F=-=-=--- - === Q
1 1 1 1
—-5000 1 | | | | =
1 1 1 1
-10000 A : i : : I
T T T T I T T T I T T T T I T T I T T T T
-1250006756606Q500:01200680084000 0 -1250000%EH06R5000 -1006B000 O 5000 -10000 O 10000




Position in rank

CELL_WALL_CELL_WALL_PROTEINS HRGP

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2




NOT_ASSIGNED_NO_ONTOLOGY_LATE_EMBRYOGENESIS_ABUNDANT_D!

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
-0.336 -0.541 -0.692* 0.002 =
Corr: Cotr: Corr: o
—~4000 &
0.448 0.700* 0.424
-8000 A
-12000 -
4000 A
01 Corr: Corr: o
D
—4000 - 0.864** 0.211 °’
-8000 A I
-12000 A
0 - = —-——- -—--
1
1
~5000 4 : Corr: 2
: 0.443 R
-10000 A I
1
1
10000 1 :
5000 A !
0 s T | i
1 1 1 E
-5000 A 1 1 I
1 1 1
—10000 A 1 1 1 I
T I T T Im - T T I T T T T I T T T I T T T T T
-5000 0 5000.060QA0GMB0O0S4000 0 46aR06806@0000 4000 -10000-5000 O —10GEEDO00 50QMDO00



NOT_ASSIGNED_NO_ONTOLOGY_LATE_EMBRYOGENESIS_ABUNDANT_D!

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
-0.336 -0.541 -0.692* 0.002 =
4000 A :
1
O+---d4-----
! Corr: Corr: Corr: -
~4000 1 ' o)
: 0.448 0.700* 0.424
-8000 - i
1 -
—-12000 - 1
1 1
5000 ~ . .
1 1
I TT I TTTUT T T Corr: corr: a
D
~5000 - : : 0.864** 0.211 ©
} 1
—10000 A 1 1 I
1 1
O+ =—-=—=—AdA=—=—===| === === L R e - ==
1 1 1
1 1 1
1 1 1 .
—-5000 - | | | Corr: 2
! ! ! 0.443 N
1 1 1
—10000 A 1 1 1
1 1 1
1 1 1
10000 - ! ! ! !
1 1 1 |
5000 A ! ! ! !
1 1 1 1 a
OF=—==dA == == = === === L I L R B R - CIE)
1 1 1 1 ~
-5000 1 | I 1
1 1 1 1
—10000 A 1 1 1 1
T I T T T T T I T T T I T T T I T T T T T
-5000 0 5000L06DROGEB00S4000 O 4000100065000 O 5000 -10000-5000 O —10GEEDO00 50QMDO00



Position in rank

NOT_ASSIGNED NO ONTOLOGY_ LATE_EME

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



TRANSPORT_SUGARS

de0 de3 de6 del2 de24
Corr: a
0.196 =
Corr: a
0.430* @
Corr: a
0.569** 22
Corr: o
0
-0.327 N
o
[¢]
1 1 1 §
-5000 A 1 1 1 1
1 1 1 1
-10000 A 1 1 1 1 d
I T T I I T T T I
0

-5000 0 50000000 5000 10000  -5000 0 500000064000 O 40008000L2006-10000 O 10000



TRANSPORT_SUGARS

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.097 0.279 —0.385. 0.196 =
1
100001 :
' Corr: Corr: Corr: o
(0]
5000 4 : 0.615** 0.056 0.430* @
1
1
O———fr g =T
1 1
10000 | I
1 1
5000 - : : Corr: Corr: o
D
04 === :— ------ : --------- -0.094 0.569** °’
1 1
~5000 A i i
1 1
12000 | ; |
1 1 1
8000 - 1 1 1
! t | Corr: o
4000 - ! ! ! 2
: : : -0.327 N
oOT--- rTe " o | F I~ T Te e | [ "IT T e o2
1 1 1
-4000 I I I
10000 ! ! ! !
1 1 1 1
5000 A ! ! I !
1 1 1 1
o
O+ =-=-=F=—====|F = === = - - = = = = = = e ———— == [
I | | | N
-5000 A 1 1 1 1
1 1 1 1
—10000 A 1 1 1 1
1 1 1 1
-5000 0 50000000 O 5000 10000 -5000 0 500000064000 O 4000800Q12006:10000 O 10000




Position in rank

TRANSPORT_SUGARS

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




SIGNALLING_RECEPTOR_KINASES_LEUCINE_RICH_REPEAT _|I

de0 de3 de6 del2 de24

Corr: Corr: Corr: ~
(9]

0.495* -0.106 0.265 e
Corr: Cotr: Corr: =
(0]

0.674** 0.634** 0.330 @

Corr: Corr:
0.263 0.559*

93p

Corr:
-0.238

[ALC]Y

ulk

Zap

1
1
1
1
T T T T T L] T T T T L] T T T I
—-10066000 0 50000000 -5000 O 5000L08@006H0000 500000065000 O

500010000-100€8D000 50QD000



SIGNALLING_RECEPTOR_KINASES_LEUCINE_RICH_REPEAT _|I

—10066000 0 50000000 -5000 O 5000L06000660000 500000065000

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.150 0.495* -0.106 0.265 =
10000 A "
1
5000 A !
i Corr: Corr: Corr: o
48 e Ll Ll (0]
0 : 0.674** 0.634** 0.330 @
-5000 - I
!
1 1
10000 - I I
1 1
50001 : ! Corr: Corr: a
D
T T 0 e T 0.263 0.559* 2
-5000 A 1 1
-10000 | :
10000 : : :
1 I 1
5000 ! ! ! Corr: o
1 1 1 (0]
! ! ! -0.238 R
O+ =—=== R T el = = = == i
1 1 1
5000 | : : [
10000 A 1 1 1 1
1 1 1 1
5000 A 1 1 1 1
ot prhrosl b htieabad fodede fdd o hoel .
1 1 1 1 N
—5000 A 1 1 1 1
1 1 1 1
-10000 I I I I
I I I T T T I T T
0

5000 10000-100€8D000 50QD000



Position in rank

SIGNALLING_RECEPTOR_KINASES_LEUCINE

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_SYNTHESIS_INITIATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.468** 0.668*** 0.473** 0.498*** =
Corr: Corr: Corr: =
(0]
0.7171%** 0.593*** 0.125 @
Corr: Corr: -
D
0.615*** 0.332* °’
Corr: 2
0.282. R
o)
N

—106€8D000 50QD000—-106€80000 500000 —-106EED000 50ADO00 —100680000 50000006-10066000 0 50000000




PROTEIN_SYNTHESIS_INITIATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.468** 0.668*** 0.473** 0.498*** =
1
10000 + 1
1
5000 ~
i Corr: Corr: Corr: o
O+ —=—======= (0]
| - 0.7171*** 0.593*** 0.125 @
-5000 A :
-10000 A !
1
1 1
10000 T 1 1
1 1
5000 A
0 : o : Corr: Corr: a
5000 : : 0.615*** 0.332* °’
1 1
-10000 A i |
1 1
10000 ~ | | |
I 1 1
5000 A 1 1 1
0 ! ! ! Corr: o
T i i I R I==Se—| T & === @
1 1 1
-5000 - 1 1 1 0.282. >
1 1 1
-10000 A I | 1
1 1 1
1 1 1 1
s000{ | | | |
1 1 1 1
4L &YYol L Y9 a ' Ya ||l a% 8 Y @ |9 Y99 —le L o
0 | | I T o
1 1 1 1 N
-5000 - 1 1 1 1
1 1 [} 1
1 1 1 1
-10000 A | | | ® |

—10GEED000 500m0000-10068000

0 500100

00-1006680000 500100

00-100080000 50000

00610066000 0 50000000




Position in rank

PROTEIN_SYNTHESIS_INITIATION

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12
Var2

de24




CELL_WALL_DEGRADATION_PECTATE_LYASES_AND_POLYGALACTURONA

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.196. 0.499%** 0.049 0.255* e
1
10000 - I
1
50001 ! Corr: Corr: Corr: a
LI N O N I A A (0]
0 ! 0.489*** 0.507*** 0.278* @
~5000 1 i
~10000 A :
1
10000 - I
1
50001 : Corr: Corr: o
01 )
0.410%** 0.322** @
-5000 -
-10000
10000 -
5000 A
Corr: a
01 2
0.178 N
-5000 A
-10000
10000 -
5000 -
OF —===1m= === &
N
-5000 A
~10000 1 j
1

—10GEED000 50QD000-100680000 500D0000—-106€8D000 50AMO00-100680000 50000000 —10000 O 10000



CELL_WALL_DEGRADATION_PECTATE_LYASES_AND_POLYGALACTURONA

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.196. 0.499*** 0.049 0.255* =
]
10000 - | oo &
1
5000+ : Corr; Corr: corr: a
LI S S ot N R N S (0]
0 : 0.489*** 0.507*** 0.278* £
-5000 A :
~10000 A i
1 1 2¢
10000 + 1 @ 1 &
1 ’ 1 >
5000 - -
i i Corr: Corr: a
OTTTLT RO NN lgo L 017 0.410*** 0.322* &
-5000 A : :
-10000 1 1
1 1
10000 - : : :
5000 - ! ! !
L i t Corr: o
0+ —=== ] I e = | === - e = == = @
! ! I 0.178 N
-5000 - ! 1 I
1 1 1
-10000 1 I 1
1 1 1
10000 A ! : o~ : .
5000 - I I I
1 1 1 a
OT-=-=-- =9 T T Fe——- I-=-==--|F-=-=-- - ==== Q
1 1 1 1
—5000 1 1 1 1 1 =
~10000 : : : !
1 1 1 1
-100€8D000 50a00G-100680000 50000000-10GEED0O00 5000010088000 0 50000000 —~10000 0




Position in rank

CELL_WALL_DEGRADATION_PECTATE_LYASI

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



DNA_SYNTHESIS/CHROMATIN_STRUCTURE

—100680

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.239* 0.615*** 0.143 0.196 =
Corr: Corr: Corr: =
(0]
0.541*** 0.394*** —-0.045 @
Corr: Corr: -
D
0.294* 0.050 °’
Corr: 2
-0.018 N
1 B
N

000 5

00D0006-10068000 0 50000006-10068000 0 5000000G-10065000 0 500000

00-10000 O

10000




DNA_SYNTHESIS/CHROMATIN_STRUCTURE

de0

de3

de6

del2

de24

12.5
10.0 1
7.5
5.0 1
2.54
0.0+

Corr:
0.239*

Corr:
0.615***

Corr:
0.143

Corr:
0.196

09p

10000 +
5000
0-
-5000 1
—-10000 A

Corr:
0.541***

Corr:
0.394**=*

Corr:
-0.045

€ap

10000 H
5000

04
-5000 1

—10000 - =

Corr:
0.294*

Corr:
0.050

93p

10000 A
5000
0-
-5000 1
—10000 -

Corr:
-0.018

[ALC]Y

10000 -
5000
0-
—-5000 1
—10000 -

- ———

e s e

Zap

—-100680000 50

00610066000 0 50000006-1

0068000 0 50000006-10068000 0 500000

00-10000 O

10000




Position in rank

DNA_SYNTHESIS/CHROMATIN_STRUCTURE

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



DEVELOPMENT_LATE_EMBRYOGENESIS_ABUNDANT

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.773** 0.816** 0.500 0.634* =
10000
5000+ Corr: corr: a
(0]
0.734* 0.436 @
-5000 A
—10000 A
10000 ~
50001 Corr: Corr: a
D
0.424 0.340 °’
-5000 A
-10000 A
10000
5000 A
Corr: a
2
-5000 A 0.532. [N
—10000 A
10000 ~ "
: | T
5000 A 1 1 1 1 =
1 } 1 1 D
OF ==l mmm e e | === lm — - = L ojaewimas | | S o N
1 1 1 1
~5000 - 1 1 1 1
| | | | LB

0 500D0006-100680000 500000

00 —-10068000

0 50000000068000 0 50000000




DEVELOPMENT_LATE_EMBRYOGENESIS_ABUNDANT

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.773** 0.816** 0.500 0.634* =
1
10000 - .
1
5000+ : Corr: Corr: corr: a
i | N N S N N B D (0]
0 | 0.837** 0.734* 0.436 £
-50001
-100004. !
1 1
10000 A 1 1
1 1
5000+ : : Corr: Corr: a
| Y N SN . U NN N N N ot N N N O AN D
0 ! ! 0.424 0.340 @
-5000 A | | -
-100007. | :
10000 - " i I
5000 - : : :
1 1 1 .
0= —jmdom— b L o1 U S S P Corr: a
1 1 1
~5000 A i " . 0.532. N
1 1 1
~10000 - : I I
1 1 1
i 1 1 1 1
10000 | ; | |
1 1 1 1
5000 A 1 1 1 1 o
1 1 1 1 D
OF =l e e e | == = - lm e e e = 1 R L A I dm e oo N
1 1 1 1
~5000 - 1 1 1 1
1 1 1 1 -
T I T T T T I T T T T I T T T T I T T T T — T T
-5000 0 500010000-100680000 50000006-100680000 50000000 —10065000 0 50000600065000 0 50000000




Position in rank

DEVELOPMENT_LATE_EMBRYOGENESIS_AB

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



RNA_PROCESSING

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
O-558*x* 0.738*** 0.157 0.200 =
Corr: Corr: Corr: =
(0]
0.691*** 0.359* 0.117 @
Corr: Corr: o
D
0.291* 0.293* °’
Corr: a
1
-0.034 N
:
1
- - o)
N
N
T L] T T T L] T T L] I. T T - I T T T T T
—100€8ED000 50amD000-100680000 50000000100660000 50000000 -10068000 0 50000000-10000 O 10000




RNA_PROCESSING

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.558*** 0.738*** 0.157 0.200 =
100001 :
5000 A :
0 i Corr: Corr: Corr: =
L ot [0}
: 0.691*** 0.359* 0.117 @
-5000 A
1
-10000 A :
1 1
10000 A 1 1
1 1
5000+ b : Corr: Corr: o
4L e e L 8. _ 9 D
0 ! : 0.291* 0.293* >
-5000 A = :
~10000 : :
10000 i I I
1 1 1
5000 A I I I
ol L% e | Pl Ll g AddLERINEEN 1ol % Corr: o
=, 1 1 @
1 1 1 —
~5000 - | 7 | . p.054 ™
1 1 1
—10000 A 1 1 1
1 1 1
10000 I I I I
1 1 1 1
5000 ~ 1 1 1 1
1 1 1 1
O+ ==== m=-===F=-=-=-- === Fr=r=r="- =& T T Tg T %
1 1 1 1
—-5000 4 | 1 | 1 -
~10000 - | : 7 SO !
! - ! !

10680000 50000

00-100€80000 50000006100680000 500000

00-10066000 0 500000

00-10000 0O 10000




Position in rank

RNA_PROCESSING

10000+

5000+

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




TRANSPORT_METABOLITE_TRANSPORTERS_AT_THE_ENVELOPE_MEMBI

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.291 0.322 0.251 0.242 =
Corr: Cotr: Corr: o
(0]
- SRR — — — 0.823*** 0.727** 0.702** @
Corr: Corr: -
B e o Loy S ST W L et L | 0.814*** 0.670** g
Corr: a
1
0.412 N
:
1
_____ : g
- N

-5000 0 500@0000 -5000 0 50000000 -5000

0 500@0006-100660

00 0 500@0000-10066000 0 50000000




TRANSPORT_METABOLITE_TRANSPORTERS_AT_THE_ENVELOPE_MEMBI

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.291 0.322 0.251 0.242 =
10000 A :
1
50001 : Corr: corr; corr: a
(0]
Of--=-b---=- 0.823** @77 0.702** 2
~5000 - : I
i H BN
1 1
10000 A I I
1 1
5000 1 : : Corr: Corr: a
D
0O+--- :— ————— ---- :— ————— 0.814*** 0.670** c
5000 1 : : ‘
1 1
10000 - : : > :
5000 A : : :
Corr: o
1 1 1 (0]
e RN HE W 0.412 Ny
1 1 1
_5000 A 1 1 1
~10000 1 | : : 1
10000 ) T T T
1 1 1 1
5000 i I I I
1 1 1 1 a
= ———— T ST T = == == @
0 | | | | N
-5000 A 1 1 1 1
1 1 1 1 L
-100001_°, - | | | =

-5000

0 50020000 -5000

0 5000000 -5000

0 50000006100660

00 0 500@0000-10068000 0 50000000




Position in rank

TRANSPORT_METABOLITE_TRANSPORTERS

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



TRANSPORT_AMINO_ACIDS

de0 de3 de6 del2 de24
4 -
3 -
) Corr: Corr: Corr: Corr: ~
- (9]
-0.067 0.164 -0.031 -0.034 =
1 -
0 -
10000 4 o
Corr: Corr: Corr: =~
5000 @
0.131 -0.206 @
0 -
Corr: Corr: -
D
0.158 0.330 ©
-10000 A
10000 -
50001 Corr: 2
04 . -0.421 R
1
-5000 |
1
10000 4% : :
50004 - l
1 1
01 T+ 1 &
: - N
-5000 i 1 1
—10000 A : : : . I
T T T T T I T T T T I T T T I T T T T
—-100€80000 50000000 0 500010000-100680000 50000000 5000 O 500010000 -10000 O 10000




TRANSPORT_AMINO_ACIDS

de0 de3 de6 del2 de24
4 -
3 -
) Corr: Corr: Corr: Corr: ~
- (9]
-0.067 0.164 -0.031 -0.034 =
1 -
0 -
1
10000 :
! Corr: Corr: Corr: o
5000 A ! I9)
: 0.044 0.131 —-0.206 @
O+ -=--- A=
1
| [
1 1
10000 1 |
1 1
5000+ : : Corr: Corr: a
D
O --e- : """ "‘I'""'"' 0.158 0.330 °’
—5000 A 1 1
1 1 I I
—10000 A 1 1
1 1 1
10000 . i :
1 1 1
5000 4 1 1 1 Corr o
1 1 1 ’ &
0o+ ---- :_____ __:________ _____: _____ -0.421 N
1 1 1
-5000 A I | I
1 1 1
10000 + ! ! ! !
1 1 1 1
5000 A 1 1 1 1
1 1 1 1
O+ —-=-==- | i I e R . e e e e e e === %
1 1 1 1
—-5000 1 | | | | -
1 1 1 1
~10000 - : i i i . I
T T I T T I T T T T I T T T I T T T T T
-100680000 50000000 0 5000 10006-10068000 0 50000000 -5000 O 500010000 -10000 0 10000




Position in rank

TRANSPORT_AMINO_ACIDS

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




PROTEIN_SYNTHESIS_ELONGATION

de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.501* 0.800*** 0.538* 0.355 =
Cotr: Corr: a
0.789*** 0.426. £
Corr: Corr: -
D
0.708** 0.367 ©
Corr: 2
0.314 R
)
N

-5000 0 500@0000-10068000 0 50000000 -5000 0 500@0000 -1006G000 0 5000 -100660000 50000000




PROTEIN_SYNTHESIS_ELONGATION

de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.501* 0.800*** 0.538* 0.355 =
10000 - :
1
5000+ : Corr: Corr: Corr: a
(0]
1 0.712% 0.789%** 0.426. &
-5000 A |
-10000 :
1 e 1
10000 - I I
1 1
5000 A : : Corr: Corr; a
D
Of ~=—demmme | b e e e 0.708** 0.367 @
-5000 - : :
1 1
1 1 1
5000 - ! ! .
1 1 1
o 1R S S A I S Corr: o
1 1 1 C'E
1 1 1
-5000 - 1 1 1 0.314 "
1 1 1
-10000 ! ! !
1 1 1
1 1 1 1
5000 - l l l l
1 1 1 1
e nnnt | EEEEEEEE e s IR 5
| | | | N
—5000 A 1 1 1 1
1 1 1 1
~100001 | i : : il

-5000 0 5000.0006-100680000 50000000 -5000 0 5000Q.0000-1006%G000 0 5000 -100680000 50000000




Position in rank

PROTEIN_SYNTHESIS_ELONGATION

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12
Var2

de24




MISC_PROTEASE_INHIBITOR/SEED_STORAGE/LIPID_TRANSFER_PROTEI

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: =
(9]
0.322** 0.366** 0.023 0.432%** =
Corr: Corr: Corr: =
(0]
0.465*** 0.261* 0.199 @
Corr: a
0.261* °’
Corr: 2
0.292* R
o)
N

—10GEED000 50aD000-106€8D000 50AID000 —10GEED000 5S0AO00 —1068R0000 5000000 -10000 O 10000




MISC_PROTEASE_INHIBITOR/SEED_STORAGE/LIPID_TRANSFER_PROTEI

de0 de3 de6 del2 de24

12.5
10.0 1
7.5
5.0 1
2.54
0.0+

Corr: Corr: Corr: Corr:
O3 2123 0.366** 0.023 0.432***

09p

10000 A
5000 -
0+---- T Te
-5000 | !
-10000

Corr: Corr: Corr:
0.465*** 0.261* 0.199

€ap

5000 -

o+e-—L-Ro _ _ _(| | 8 ¢

-5000 1
—-10000 A

1
1
10000 - 4 °
fol 4
: Corr: Corr:
0.280* 0.261*

93p

10000 ~
5000 -
0+ ----
-5000 1
—-10000 A

Corr:
0.292*

[ALC]Y

10000 -
5000 -
0+ &
-5000 1
-100004 =

Zap

S
o

—100€80000 500M0000-10GEED000 50QD000 —10GEEN000 S0ADO00 —106€R0000 50000000 -10000 O 10000



Position in rank

MISC_PROTEASE_INHIBITOR/SEED_STORACG

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



CELL_DIVISION

de0 de3 de6 del2 de24
Corr: Corr: Cotr: Corr: ~
(9]
0.615*** 0.561** 0.320. 0.185 =
Corr: Corr: Corr: =
(0]
0.658*** 0.569** 0.206 @
Corr: Corr: =
D
0.779*** 0.153 °’
Corr: 2
0.283 R
:
1
- :....-—.===—...-..rl— 7 TS S Q.
R
, N

—10068000 0 5000006€.00€80000

00D0000-100€80000 50000000-1006R0000 5

00D0006-10068000 0 50000000




CELL_DIVISION

de0 de3 de6 del2 de24
Corr: Corr: Cotr: Corr: ~
(9]
0.615*** 0.561** 0.320. 0.185 =
10000 :
1
5000 : Corr: Corr: Corr: 2
[ SO S N - S . S (0]
0 . : 0.658*** 0.569** 0.206 @
-5000 A $
-10000 1 | l
1 1
10000 4 t '
5000 1 : :
| i Corr: Corr: a
0 ) - ————
: : 0.779%** 0.153 °’
-5000 A
1 1
-10000 A : !
1 1
10000 : :
5000 A I I
0 ! ! Corr: o
T T T - =l I= = === @
50001 ! | 0.283 N
-10000 A : :
1 1
1 1 1 1
5000 A ! ! ! L
1 1 1 1
1 1 1 1
S e T T T e T T el TV T T T T %
1 1 1 1
~5000 A : , ; i =
ool L | T B
I ! ! ! T T T

—100686000 0 5000006A.00680000 500000

0G-100680000 500000

00-100680000 500000

06-10066000 0 50000000




CELL_DIVISION

10000+

5000+

Position in rank
o

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




SIGNALLING_RECEPTOR_KINASES_S-LOCUS_GLYCOPROTEIN_LIKE

de0 de3 de6 del2 de24

Corr: Corr: Corr: Corr: ~
(9]
0.114 0.176 -0.280 0.361 =
Corr: Corr: =
(0]
0.598* -0.285 @
Corr: Corr: =
D
0.353 -0.513* °’
Corr: a
1
I —-0.439. N
- o
>
N

10068000 5000000 -5000 0 5000 -100880000 50000006-1006B0000 50000000 -10000 O 10000




SIGNALLING_RECEPTOR_KINASES_S-LOCUS_GLYCOPROTEIN_LIKE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.114 0.176 -0.280 0.361 =
1
5000 1 i
] Corr: Corr: Corr: o
O —==dg=—e- ®
: 0.726** 0.598* -0.285 @
-5000 A 1
1
1
10000 1 : :
5000 : :
o T T 1T [ Corr: Corr: a
i i 0.353 -0.513* °’
-5000 : :
-10000 A ! ! I
1 1
100004 ! ! !
1 1 1
5000 ! ! !
t t t Corr: o
IR i e B e . I S —-——— ('3
1 1 1 = o
-5000 - | . ' I 0.439.
1 1 1
—10000 A 1 1 1
1 1 1 I
10000 A 1 1 1 1
1 1 1 1
5000 A 1 1 1 1
1 1 1 1
O+---4=-=-=-=--|fF~-=--- 1l T rrr T T T 1Tl T T2 r=-—=—-=-- %
| | | | N
_5000 A 1 1 1 1
1 1 1 1
-100001 | 1 1 1 ol
T T I T T T I T T T I T T T T I T T T T II
—-100€680000 50000000 -5000 O 5000 -100680000 50000006-100680000 50000000 -10000 O 10000




Position in rank

SIGNALLING_RECEPTOR_KINASES_S-LOCU

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_SYNTHESIS_RIBOSOME_BIOGENESIS_PRE-RRNA_PROCESSIN

de0 de3 de6 del2 de24
Corr: Corr: Corr: ~
(9]
0.648* 0.743** 0.088 =
Corr: Corr: Corr: =
(0]
0.913*** 0.743** 0.079 @
Corr: Corr: o
D
0.9071*** 0.018 °’
Corr: a
1
I 0.107 N
o)
N

-10000 A
' | | . .

-5000 0 500@0006100€680000 500006aM066000 0 50000000 —100880000 500006AG0GAL00065000 O



PROTEIN_SYNTHESIS_RIBOSOME_BIOGENESIS_PRE-RRNA_PROCESSIN

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.571* 0.648* 0.743** 0.088 =
10000 - :
5000 1 :
f Corr: Corr: Corr: o
O ==t =--ec-= ®
! 0.913*** 0.743** 0.079 @
-5000 - :
-10000 - :
1 1
10000 - i I
1 1
50001 : : Corr: Corr: -
D
Or=--- ‘If """"" :' NEEE 0.901*** 0.018 °’
1 1
-10000 L L
10000 4 i i I
5000 A : : :
Of---gm=m=| = m- ANRdEEEEE NS Corr: 2
[y
10000 : : : I
1 1 1
OT+—r""+——® Fr=rr =1t Tt 59 —®1— 4----
1 1 1 1
1 1 1 1
—-5000 - 1 1 1 1 a
1 1 1 1 CIE)
1 1 1 1 N
1 1 1 1
-10000 - i I I I
1 1 1 1
I T T T I T T I I T T T T T T

-5000 0 5000.0006100680000 500006AMO66000 0 500@0000 —10068000 0 5000060G06AL00065000 O



Position in rank

PROTEIN_SYNTHESIS_RIBOSOME_BIOGENE

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



RNA_REGULATION_OF_TRANSCRIPTION_ZN-FINGER(CCHC)

de0 de3 de6 del2 de24
3 -
21 Corr: Corr: Cotrr: Corr: ~
(9]
14 0.531 0.797* 0.301 0.894** e
/1
ofF---- F----
—2500 A :
~5000 - Corr: Corr: Corr: a
~7500 | 0.758* 0.172 0.156 @
~10000 1 .
-12500
o
3
&
N
&
N
N

—-1006¢000

0 500060a250000066606@Q500

0-10066000 0 5000

—-100065000

-100065000 O




RNA_REGULATION_OF_TRANSCRIPTION_ZN-FINGER(CCHC)

de0 de3 de6 del2 de24
3 -
21 Corr: Corr: Cotrr: Corr: ~
(9]
1. 0.531 0.797* 0.301 0.894** e
i
ofF---- -----
~2500 - :
~5000 - : Corr: Corr: Corr: a
~7500 4 : 0.758* 0.172 0.156 @
~10000 1 | .
1
1 1
5000 - I I
1 1
0+---- = FeT T Corr: Corr: a
50004 : : 0.502 0.632. @
1 1
-10000 ! !
1 1
1 1
o F— Fe A HA
| | Corr: 2
750007 | | 0.282 5
-10000 : :
1 1
1 1 1
1 1 1
O+ =-=-=-=- - = ————— 4 F-—-—-—— ---
1 1 1 a
-5000 A : : : %
1 1 1
~10000 1 : : :
! ! !
0

—1006&6000

0 5000.000610060566G06@5000-10000

-100065000 O




Position in rank

RNA_REGULATION_OF_TRANSCRIPTION_ZN

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



STRESS_BIOTIC_PR-PROTEINS_PLANT_DEFENSINS

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.484** 0.270. -0.247 -0.021 =
Corr: Corr: Corr: =
(0]
0.265. 0.260 0.193 @
Cotr: Corr: =
D
-0.031 0.247 °’
Corr: a
1
0.338. N
o)
N
1
1 1
1 1
T I T T T L T T T I T T T T L] T T T T T
-5000 0 50000000 -50000 50000000-100G€EDO00 50000000 —10CGEE0000 5000000 -10000 O 10000




STRESS_BIOTIC_PR-PROTEINS_PLANT_DEFENSINS

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.484** 0.270. -0.247 -0.021 =
1
10000 | I
1
5000 1 18 Corr: Corr: Corr: -
@
o+--- :— ————— 0.265. 0.260 0.193 @
-5000 | :
1
1 1
10000 A 1 1«
1 1
5000+ e ! Corr: Corr: o
4 e’ | @ © L &' © | . _ (9]
0 i ] ~0.031 0.247 >
~5000 - i ]
-10000 : :
10000 | : : :
5000 ! ! !
0--———:- _____ ____‘:_ __________ :f _____ Corr: 2
| ®¢ i 100 )
-5000 A 1 1 1 0.338. "
1 1 1
-10000 - I i 1
1 ® 1 1
10000 A 1 1 1 1
1 1 1 1
5000 4 1 1 1 p. 1
1 1 1 1
OT=-=--F-=-=--- ST Te T T T AT Tl r="1"e oo 1@ 1|77 7TF¢ Téde =~ . %
5000 ' : ' ' B
- 7 1 1 1 1
1 1 1 1
-10000 - : : : :
1 1 1 1
-5000 0 50000000 -50000 500Q20000-100€80000 500000 —100€80000 50000000 —10000 0O 10000




Position in rank

STRESS_BIOTIC_PR-PROTEINS_PLANT_DEF

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_POSTRANSLATIONAL_MODIFICATION_KINASE_RECEPTOR_LIKE

de0 de3 de6 del2 de24
Cotrr: Corr: ~
(9]
0.188 0.384 =
Cotr: Corr: =~
(0]
0.375 -0.029 @
Corr: Corr: -
D
0.556. 0.347 °’
-10000
Corr: a
1
-0.160 N
0 - )
N
-5000 i | | 1
1 1 1 1
-10000 : q : "
1 1 1 1

—10066000 0 5000 -5000 0 500@.00610086000 0 50000000 -5000 O 500010000-10000 O 10000



PROTEIN_POSTRANSLATIONAL_MODIFICATION_KINASE_RECEPTOR_LIKE

-10066000 0 5000 -5000 0 500@0000 -5000 0 500@0000-5000

de0 de3 de6 del2 de24
Corr: Corr: Cotrr: Corr: ~
(9]
-0.052 0.495 0.188 0.384 =
1
10000 A |
1
5000 : Corr: Corr: Corr: 2
(0]
0+ -===-= :_ I " 0.205 0.375 -0.029 @
-5000 A : I
1
1 1
10000 A I |
1 1
50001 : : Corr: Corr: o
D
Or=-=-=--- : -------- : ------ 0.556. 0.347 ©
—5000 A ! !
: : I
10000 A 1 1 1
1 1 1
1 1 1
5000 A 1 1 1 Corl’ o
1 1 1 : ('3
0+ -=---- : ________ :______ -___:_ _____ -0.160 N
1 1 1
-5000 - : : : I
10000 A 1 ] ] ]
1 1 1 1
5000 A 1 1 1 1
S | oLl Jas Sesan | Se T 3
~5000 : : : : =
1 1 1 1
_10000 T 1 1 1 1
! ! ! !
0

500010000-10000 O 10000



Position in rank

PROTEIN_POSTRANSLATIONAL_MODIFICATI

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_AA_ACTIVATION_PSEUDOURIDYLATE_SYNTHASE

—10000

—-10000 A

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
-0.113 0.458. 0.051 0.111 =
Corr: Cotr: Corr: o
(0]
0.160 0.468. 0.033 @
Corr: Corr: -
D
0.249 -0.041 °’
Corr: a
1
0.328 N
&
N

O ==

-5000

500010000-5000 0O 5000

-5000 0 500010600006€5000 O 5000LCEDED

06100085000 O




de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
-0.113 0.458. 0.051 0.111 =
1
1
5000 - I
i Corr: Corr: Corr: o
@
ST T 0.160 0.468. 0.033 @
5000 1 :
1
10000 - : :
1 1
5000 : : Corr: Corr: o
(9]
0_____:______ _____: _____ 0.249 -0.041 =2
1 1
~5000 - i i
1 1 1
1 1 1
5000 - i I I
! ! ! Corr: o
0-____L _____ A N "G PR PR S PN S R S S &
! ! ! 0.328 N
50001 : : :
1 1 1
-10000 1 1 1
of T T T
1 1
-4000 - ! ! o
1 1 CI\D.)
1 1 N
-8000 I I
1 1
~12000 A : i
-5000 0 500010000-5000 0 5000 -5000

PROTEIN_AA_ACTIVATION_PSEUDOURIDYLATE_SYNTHASE




Position in rank

PROTEIN_AA_ACTIVATION_PSEUDOURIDYLA

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



PROTEIN_DEGRADATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.275* 0.564*** 0.053 0.371** =
Corr: Corr: Corr: =
(0]
0.643*** 0.489*** 0.267* @
Corr: Corr: -
D
0.392** 0.345** °’
Corr: a
1
0.066 N
1
o
D
N
N
T ml L] .I T T T L] T T T T L] T T T T I T T T T T
-1006680000 50000000-106€ED000 5000000 -106G8000 50Q060086000 0 50000000 -10000 0 10000




PROTEIN_DEGRADATION

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.275* 0.564*** 0.053 0.371** =
1
10000 | 1
1
5000 -
: Corr: Corr: Corr: o
i L " WAL AT @
0 : 0.643*** 0.489*** 0.267* £
-5000 - |
—10000 A :
1 @ 1
10000 T 1 1
1 1
5000 -
0 i i Corr; Corr: a
e @
Coes ! ! 0.392** 0.345** =2
-5000 - : :
—10000 A 1 1
1 1
10000 A ! ! Y
1 1 1
5000 A . . .
: : : Corr: 2
B A | TS| T L ENLAN 0.066 N
-5000 A 1 1 1
1 1 1
-10000 1 1 1
10000 A ] ] ] 1
1 1 1 1
5000 A 1 1 1 1
" 1 1 1 1
O+ &5 FB1r——>+7—| Fr>—%& b= T % =S99 P a S 1o o - %
1 1 1 1
-5000 1 1 1 1 1 =
1 1 1 1
—10000 A 1 ® 1 1 1
1 1 1 i 1
-10065000 0 50000000—100€E0000 50000000—100€80000 5000006A.0066000 0 50000000 —10000 O 10000




Position in rank

PROTEIN_DEGRADATION

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




MISC_PLASTOCYANIN-LIKE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.304 0.628. 0.327 0.272 =
Corr: a
0.816* @
Corr: a
—-0.039 °’
Corr: a
1
0.692. N
o)
N

-5000 O 5000

0

5000 1000610068000 0 50000000




MISC_PLASTOCYANIN-LIKE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.304 0.628. 0.327 0.272 =
1
10000 - .
1
5000 4 : Corr: Corr: Corr: 2
(0]
oY T I N :_ 0.039 0.371 0.816* @
1
-5000 - !
1
1 1
5000 - I I
1 1
1 1 . .
OfF oo I N S N Corr: Corr: 2
: : —-0.099 —-0.039 ©
~5000 : : I
1 1
1 1
10000 A I I I
1 1 1
1 1 1
50001 i i i Corr: o
1 1 1 (0]
- - - 0.692. R
oI MRS A R A I 1o
1 1 1
1 1 1
1 1 1
1 1 1 1
1 1 1 1
5000 - : : : :
1 1 1 1
O+-----=--- - r--"-=-=-=-=--=-\r=-==--= T--=--|\r-Tr===-=== %
| | | | N
-5000 4 1 1 1 1
~10000 1 : : : :
-900660063000 0 -5000 O 500010000 -5000 O 5000 0 5000 1000€100680000 50000000



Position in rank

MISC_PLASTOCYANIN-LIKE

10000+

5000+

—5000-

—10000+

de0 de3 de6
Var2

de12

de24




RNA_PROCESSING_SPLICING

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.718*** 0.786*** 0.539** 0.541** e
10000
5000 A
0 Corr: Corr: Corr: =
- (0]
5000 0.846*** 0.759*** 0.435* @
-10000 A
1 1
10000 I I
1 1
5000 : : Corr: Corr: o
OTTTTT I N . T 0.857*** 0.670*** &
1 1
-5000 - | |
-10000 A : :
1
5000 - :
01 = 11 Corr: o
' 2
50007 : 0.640** N
~10000 1 :
1
1
0- -lk---- =T -
! o
-5000 | : Q
N
1
—10000 A 1 1
1 1
i _ 1 1

—100680000 50000000-10CGER0000 50000006G-10GERD000 5000000 —-10086000 0 5000-150600066000 0 5000



RNA_PROCESSING_SPLICING

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.718*** 0.786*** 0.539** 0.541** e
100001 :
5000 1 :
0 L Corr: Cotr: Corr: o
- —-—— - - - [0}
! 0.846*** 0.759*** 0.435* @
-5000 A :
-10000 A !
e 1
1 1
10000 I |
1 1
5000 : : Corr: Cotrr: a
N O F e | |l o e HE .. 0.857*** 0.670*** &
-5000 A
1 1
_ i 1 o 1
100004, . 3 .
1 1 1
5000 - ! ! !
1 1 1
O+ ==-== Lo b= - e e Corr: o
1 1 | &
~5000 - : : ! 0.640** N
1 1 1
-10000 A ; : :
[e] 1 & 1 ® 1
1 1 1 1
0+ =—=-==- e el 8| e el & e | IR ™G J. 4 [ N U Y AP B | MEY" W -
1 1 1 1
1 1 1 1 a
-5000 A I i I I o
1 1 1 1
1 1 1 1 =
—10000 A 1 1 1 1
1 1 1 1
v I T T - I T T I T T I T T T

—100680000 50000006-10CER0000 500D0006-106680000 5000000 —-100686000 0 5000-150600066000 O 5000



Position in rank

RNA_PROCESSING_SPLICING

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12
Var2

de24




RNA_REGULATION_OF_TRANSCRIPTION_G2-LIKE_TRANSCRIPTION_FAC

de0 de3 de6 del2 de24
6 -
4 Corr: Corr: Corr: Corr: a
0.507. 0.963*** 0.153 0.246 e
Corr: Corr: Corr: =
(0]
0.498. 0.608* 0.108 @
Corr: Corr: o
D
0.351 0.347 °’
Corr: a
1
0.527. N
&
N
1
1
I "

—100680000 500D0000-1000865000 0 506000650

—10066000 0 5000



RNA_REGULATION_OF_TRANSCRIPTION_G2-LIKE_TRANSCRIPTION_FAC

—100680000 500D0006-10006-5000

—10066000 0 5000

de0 de3 de6 del2 de24
6 -
4 Corr: Corr: Corr: Corr: o
(9]
) 0.507. 0.963*** 0.153 0.246 =
. ]
5000 r
1
0+ ---- L o - =
: Corr: Corr: Corr: o
@
-5000 A : 0.498. 0.608* 0.108 £
1
-10000 4 I
1
10000 - : :
5000 A ! !
: : Corr: Corr: a
0oO+----L e @
! ! 0.351 0.347 22
-5000 - i i -
~100004 4 i ' i
1 1 1
1 ARR AN | A e e -
000 : : : Corr: 2
- ! ! ! 0.527. R
1 1 1
-10000 A ! ! !
1 1 1
1 1 1
5000 1 ] ]
1 1 1
1 1 1
0' _____ 11l rr1 1~ | e N | a
1 1 1 1 CIE)
1 1 1 1
-5000 - | | | | =
1 1 1 1
-10000 ! ! ! !
[ [ | |
0 0



Position in rank

RNA_REGULATION_OF_TRANSCRIPTION_GZ

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



TRANSPORT_MISC

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.025 0.385* -0.096 0.334* =
Corr: Corr: Corr: =
(0]
0.590*** 0.804*** 0.039 @
Corr: Corr: -
D
0.513** 0.159 °’
Corr: a
C'E
-0.016 N
1 Sl %
1 1 1 1 ~
1 1 1 1
1 1 1 1
1 1 1 1
T T I T T T T I T T T T I T T T T I T T T T T
-1000680000 50000000-100€60000 50000006-100680000 50000000-100680000 50000000 -10000 0 10000




TRANSPORT_MISC

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.025 0.385* -0.096 0.334* =
1
10000 A I
1
5000 : Corr: Corr: Corr: 2
U N SN S ot Y S X (0]
0 ! 0.590%** 0.804*** 0.039 @
~5000 4 i
-10000 A |
1 1
10000 - I I
1 1
50007 : : Corr: Corr: a
L S S S P - I N ™ 0 L B D
0 : vo ! 0.513%* 0.159 o
-5000 A : :
~10000 A i i
10000 - | : e :
5000 A i i i
0 J' : : Corr: 2
! ! ! -0.016 R
-5000 - : : |
-10000 - : : :
10000 - I I I I
] 1 1 1
5000 A 1 1 1 1
1 1 1 1
O+ =—-==—4=—-===-=|F==== === FC™——- === =T F=-=-- %
N
1 1 1 1 ~
-5000 A 1 1 1 1
1 1 1 1
-10000 : i I I
1 1 1 1
-10068000 0 50000000-100680000 50000006-100680000 50000000-10066000 0 50000000 -10000 0 10000




TRANSPORT_MISC

10000+

5000+

Position in rank
o

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




NOT_ASSIGNED_NO_ONTOLOGY_HYDROXYPROLINE_RICH_PROTEINS

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.201 0.643*** 0.070 0.189 =
Corr: Cotr: Corr: o
0.477** 0.606*** 0.605*** &
Cotr: Corr: a
0.335* 0.358* °’
Corr: 2
0.387** R
o)
N

a1

—106€8D000 50am006-100880000 50000006-106ERD000 5000000 —10068000 0 5000000610GEEDO00 50AMO00



NOT_ASSIGNED_NO_ONTOLOGY_HYDROXYPROLINE_RICH_PROTEINS

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.201 0.643*** 0.070 0.189 =
10000 :
1
50007 : Corr; Corr: Corr: a
J 1P I My N et N O N @
0 : 0.477*** 0.606*** 0.605*** @
-5000 A :
~100004 :
1 1
10000 1 i
1 1
5000+ ! ! Corr: Corr: o
[ EA . - Pom—m—| D 0 D @
0 ! : 0.335* 0.358* >
-5000 A
1 1
-10000 4 # | :
10000 A 1 1 1
1 1 1
5000 A 1 1 1
04 - - - o MRS U S Bl I el L — Corr: :
1 1 1 *k =
-50001 1 1 1 0.387 "
1 1 1
—10000 A 1 > 1 1
1 1 1
10000 A ! ! ! !
1 1 1 1
5000 A | | | |
1 1 1 1
O+ ===- == === Fmm = = == = === = === = === + —-= == X
- | | | N
-5000 A 1 1 1 1
| 1 ] 1
—10000 A 1 1 1 1
| | | :

—10G€8D000 5000006100688000 0 50000000-100€R0000 50000000 -10066000 0 5000000610GEEDO00 50000



Position in rank

NOT_ASSIGNED_NO_ONTOLOGY_HYDROXY

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



CELL_CYCLE

de0 de3 de6 del2 de24

Corr: Corr: Corr: Corr: ~

(9]

0.714*** 0.647** 0.569* 0.348 =

Corr: Corr: Corr: =

(0]

0.869*** 0.728*** 0.388 @

Corr: Corr: -

D

0.621** 0.463. °’

Corr: 2

0.130 R

= : 5

- N

1

1 1
' . __ j

—10068000 0 5000006610065000 0 50000006100€R0000 500000

00-10068000 0 50000

6056Q00GE&ED000 50aD000




CELL_CYCLE

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.714*** 0.647** 0.569* 0.348 =
10000 - !
1
5000 !
i Corr: Corr: Corr: o
0O+---- === &
} 0.869*** 0.728*** 0.388 @
~5000 - !
1
-10000 - ! h
1
100001 : :
sooof | | — —
o LIt o [Tt orr: ofr; a
| | 0.621** 0.463. ©
~5000 - : :
~10000 & ! l B
1 1
10000 A 1 1 1
5000 : : |
1 1 1 1
0+ --2- Tttt lon L ISIRERE | S L Corr: a
1 1 1
5000 ! ! ! 0.130 0
1 1 1
~10000 - i I I
< 1 1 1
1 1 1 1
5000 - : 1 1 1
1 1 1 1
Or====9-~-==|~~~~"vr~~~°|~~~- R I Y R %
o007 1| | | | :
~10000 : : : :
T T I T T T I T T T T I T T T T I T T T T T T T T
-1006B000 0 5000006€.0068000 0 50000006100660000 50000000-10068000 0 500006Q66Q0GEED0O00 50AD000




CELL_CYCLE

10000+

5000+

Position in rank
o

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




MITOCHONDRIAL_ELECTRON_TRANSPORT_/_ATP_SYNTHESIS_CYTOCHF

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.793** 0.688** 0.210 0.5009. =
I
1
: Corr: Corr: Corr: o
- i (0]
0 i 0.868% 0.447 0.648* &
~5000 4 :
~10000 - :
10000 - I
1
5000+ : i Corr: Corr: a
D
O T | T I 0.642* 0.678* &
1 1
1 1
Corr: a
1
0.499. N
- . | |- N
1 1
- .
~10000 : :

—100990000 SOOIDOOOO 100051)000 5OOID009100(-IGDOOO 500]1)00910098000 0 5000)0000—1006@000 50011)000



MITOCHONDRIAL_ELECTRON_TRANSPORT_/_ATP_SYNTHESIS_CYTOCHF

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.793** 0.688** 0.210 0.5009. =
10000 - :
1
2000 : Corr: Corr: Corr: 2
e = = == (0]
0 ' 0.868% 0.447 0.648* &
-5000 - :
-10000 - : I
1 1
10000 A 1 1
1 1
50001 : : Corr: Corr: a
D
o N S N 0.642* 0.678* &
_5000' 1 1
~10000 A : : B
10000 - : : :
1 1 1
5000 4 i i i am o
Y SR SRS | N L e T | 2
! ! ! 0.499. N
5000 : : : .
-10000 A : : :
10000 - : : : : : :
5000 1 ' ' ' :
1 1 1 1 a
1 ¢
Rt A maa: | A o] e o] e --l-e- g
~5000 - : : : : l
1 1 1 1
—lOOOO'I I 1 1 I . ;

—10068000 0 50000000-100680000 50000006100680000 5000000810086000 0 5000000G-10GEEDO00 50ADO00



Position in rank

MITOCHONDRIAL_ELECTRON_TRANSPORT _

10000+

5000+

—5000-

—10000+

de0 de3 de6 de12 de24
Var2



MISC_MISC?2

de0 de3 de6 del2 de24
Corr: Corr: Corr: ~
(9]
0.263 -0.123 0.449. =
Corr: Corr: Corr: =
(0]
0.759*** 0.218 0.292 @
Corr: Corr: a
0.332 0.044 °’
Corr: a
1
—-0.352 N
-10000 4
10000 1
5000 |
0 - r o)
1 1 1 §
-5000 A 1 1 1
10000 ' ! ' '
- 7 1 1 1 1
T T I T T I T T T T I T T T T I T . I. T T
-100€8D000 50QD000100866000 0 50000006-10068000 0 500000081006&G000 0 5000 -10000 O 10000




MISC_MISC?2

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.303 0.263 -0.123 0.449. =
10000 !
1
5000 A !
i Corr: Corr: Corr: o
OF=—=—======= (0]
: 0.759%** 0.218 0.292 @
-5000 A |
1
~10000 A !
10000 A 1 1
1 1
5000 A 1 1
odel LI Vol et |- ol | [ | Corr: Corr: -
L} 1 )
1 1 (o]
5000 - | | 0.332 0.044
1 [}
-10000 A I |
1 1
1 1 1
5000 A 1 1 1
1 1 1
O =---- =5 =B [T R Corr: o
1 1 1 C'E
-5000 - : : : -0.352 N
1 1 1
—10000 A 1 1 1
1 1 1
10000 + ! & ! ! 1
1 1 1 1
5000 A 1 1 1 1
1 1 1 1
O+-=-=-- =171 T Te { i i e I e S e T Te 1| T | P~ %
| 1 | | N
-5000 A 1 1 1 1
10000 I I I I
- T 1 1 1 1
T T I T T T T I T T T T I T T T T I T . I. T T
—-100680000 500000061006G000 0 5000000610068000 0 50000000100665000 0 5000 -10000 O 10000




MISC_MISC2

10000+

5000+

Position in rank
o

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




DNA_UNSPECIFIED

de0 de3 de6 del2 de24

Corr: Corr: Corr: Corr: ~
(9]
0.479** 0.650*** 0.174 0.324* =
Corr: Corr: Corr: =
(0]
0.749%** 0.616*** 0.167 @
Cotr: Cotrr: =
D
0.566*** 0.179 °’
Corr: a
1
0.048 N
o
>
N

T - T L] T T T - T I. T T T T -I T T -I T I T T T T T T T T
-100€80000 500000600068000 0 50000000 —100€ED000 50000006-10068000 0 5000000056Q0CGEN0O00 50000




DNA_UNSPECIFIED

de0 de3 de6 del2 de24
Corr: Corr: Corr: Corr: ~
(9]
0.479** 0.650*** 0.174 0.324* =
1
10000 - I
1
50004 : Corr: Corr: Corr: o
(0]
0TeL 79 ® AN 0.749*** 0.616*** 0.167 @
-5000 - I
1
-10000 4 L
10000 : :
s00{ | : _ _
ol le, o i eo|llele s I I Corr: Corr: a
] ; 0.566*** 0.179 °’
-5000 - : :
-10000 - I I
1 1
10000 - ! ! !
1 1 1
5000 ! ! !
! ! ! Corr: o
0+ =—=-==- e e | P | 1 SV i C'E
! f ! 0.048 N
-5000 - ! ! !
1 1 |
-10000 t ! t
1 1 1
5000
07 1 1 %
1 | N
-5000 - . b|
~10000 1 : :
T T T T T T T I T T T T T T T T T I T T T T T T T T
—-100€80000 500000600086000 0 50000000-100660000 50000006 10068000 0 5000000056Q0GEED000 50000




Position in rank

DNA_UNSPECIFIED

10000+

5000+

—5000-

—10000+

de0 de3

de6
Var2

de12

de24




