
A
lv

M
D

M

GO:0046934 1−phosphatidylinositol−4,5−bisphosphate 3−kinase activity
GO:0031123 RNA 3'−end processing
GO:0061470 T follicular helper cell differentiation
GO:0048015 phosphatidylinositol−mediated signaling
GO:0051056 regulation of small GTPase mediated signal transduction
GO:0002062 chondrocyte differentiation
GO:0048041 focal adhesion assembly
GO:0022625 cytosolic large ribosomal subunit
GO:0002181 cytoplasmic translation
GO:0022626 cytosolic ribosome
GO:0007213 G protein−coupled acetylcholine receptor signaling pathway
GO:0015935 small ribosomal subunit
GO:0022627 cytosolic small ribosomal subunit
GO:0005840 ribosome
GO:0071276 cellular response to cadmium ion
GO:0048020 CCR chemokine receptor binding
GO:0048245 eosinophil chemotaxis
GO:0005744 TIM23 mitochondrial import inner membrane translocase complex
GO:0005885 Arp2/3 protein complex
GO:1901857 positive regulation of cellular respiration
GO:0006102 isocitrate metabolic process
GO:0006412 translation
GO:0003735 structural constituent of ribosome
GO:0006099 tricarboxylic acid cycle
GO:0140296 general transcription initiation factor binding
GO:0019003 GDP binding
GO:0003925 G protein activity
GO:0006626 protein targeting to mitochondrion
GO:0051537 2 iron, 2 sulfur cluster binding
GO:0030150 protein import into mitochondrial matrix
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