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G0:0022627 cytosolic small ribosomal subunit
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G0:0006123 mitochondrial electron transport, cytochrome c to oxygen
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G0:0022626 cytosolic ribosome
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G0:1902037 negative regulation of hematopoietic stem cell differentiation
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2 negative regulation of nuclear—transcribed mRNA catabolic process, deadenylation—depender
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G0:0010764 negative regulation of fibroblast migration

beeswarm plot

T T T T T T T
—-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
histogram
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
rugplot
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000

ranked DE score in: x



Frequency

G0:0048024 regulation of mRNA splicing, via spliceosome
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G0:0120183 positive regulation of focal adhesion disassembly
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G0:0033592 RNA strand annealing activity

beeswarm plot

T T T T T T T
—-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
histogram
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
rugplot
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000

ranked DE score in: x



Frequency

G0:0030098 lymphocyte differentiation

beeswarm plot

T T T T T T T
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
histogram
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
rugplot
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000

ranked DE score in: x



Frequency

G0:0017185 peptidyl-lysine hydroxylation

beeswarm plot

T T T T T T T
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
histogram
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
rugplot
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000

ranked DE score in: x



G0:0051223 regulation of protein transport
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G0:0038110 interleukin—2—mediated signaling pathway
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1901844 regulation of cell communication by electrical coupling involved in cardiac conduction
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G0:0042118 endothelial cell activation
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G0:1902807 negative regulation of cell cycle G1/S phase transition
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G0:2000179 positive regulation of neural precursor cell proliferation

beeswarm plot

T T T T T T T
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
histogram
I T T T T T 1
-6000 -4000 -2000 0 2000 4000 6000
ranked DE score in: x
rugplot
I T T T T 1
-6000 -4000 -2000 0 2000 4000 6000

ranked DE score in: x



Frequency
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