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5010 gene sets in total, 10 upregulated and 486 downregulated (FDR<=0.05)
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G0:0006123 mitochondrial electron transport, cytochrome c to oxygen
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G0:0022626 cytosolic ribosome
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G0:1902037 negative regulation of hematopoietic stem cell differentiation
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G0:0033081 regulation of T cell differentiation in thymus
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G0:0048024 regulation of mRNA splicing, via spliceosome
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G0:0070937 CRD—mediated mRNA stability complex
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G0:0106002 mCRD-mediated mRNA stability complex
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G0:0010764 negative regulation of fibroblast migration
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G0:0038110 interleukin—2—mediated signaling pathway
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1901844 regulation of cell communication by electrical coupling involved in cardiac conduction
beeswarm plot

-6000 -4000 -2000 0 2000 4000
ranked DE score in: x
histogram
- - _ _ _
&
c
(]
=}
o
Q
LL
o -
I T T T T 1
-6000 -4000 -2000 0 2000 4000
ranked DE score in: x
rugplot
I 1 T T T 1
-6000 -4000 -2000 0 2000 4000

ranked DE score in: x



Frequency

G0:0030118 clathrin coat
beeswarm plot

ranked DE score in: x

T
-6000 -4000 -2000 0 2000 4000
ranked DE score in: x
histogram
T T T T T 1
-6000 -4000 -2000 0 2000 4000
ranked DE score in: x
rugplot
I T T T T 1
-6000 -4000 -2000 0 2000 4000




Frequency

G0:0043323 positive regulation of natural killer cell degranulation
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G0:0046933 proton—transporting ATP synthase activity, rotational mechanism
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