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G0:0045261 proton—transporting ATP synthase complex, catalytic core F(1)
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G0:0006123 mitochondrial electron transport, cytochrome c to oxygen
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G0:0006122 mitochondrial electron transport, ubiquinol to cytochrome ¢
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G0:0015986 proton motive force—driven ATP synthesis
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G0:0044194 cytolytic granule
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G0:0008121 ubiquinol-cytochrome-c reductase activity
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G0:0033119 negative regulation of RNA splicing
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G0:0031204 post-translational protein targeting to membrane, translocation
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G0:0032675 regulation of interleukin—6 production
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G0:0042776 proton motive force—driven mitochondrial ATP synthesis
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G0:0008137 NADH dehydrogenase (ubiquinone) activity
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G0:0019941 modification—dependent protein catabolic process
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