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Scatterplot of all genessets; FDR<0.05 in red
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Neutrophil degranulation
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Peptide chain elongation
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Major pathway of rRNA processing in the nucleolus and cytosol
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Major pathway of rRNA processing in the nucleolus and cytosol
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Metabolism of RNA
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Signaling by Receptor Tyrosine Kinases
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Metabolism of lipids
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rRNA modification in the nucleus and cytosol
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Signaling by Interleukins
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alpha-linolenic acid (ALA) metabolism
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Toll Like Receptor 2 (TLR2) Cascade

t0_crp_RNA

t0_crp_meth

pod_crp_RNA

pod_crp_meth

10.0 1

7.54

5.0 1

2.54

0.0+

Corr:
0.006

Corr:
0.021

Corr:
0.029

VYNY dio 01

8000 -

6000 4

4000 A

2000 4

Corr:
-0.167

Corr:
0.128

yaw dio 01

5000

2500 1

—2500 1

-5000 -

Corr:
-0.043

VN dio pod

7500 A

5000 -~

2500

0- ______

yaw dio pod

-5000-2500

O == =

200040006000800650

00-2500

Y Ay

2500 5000

0 3000 6000




Position in rank

Toll Like Receptor 2 (TLR2) Cascade

5000+

—5000+

tO_crp'_RNA tO_crp'_meth pod_cr]o_RNA pod_crio_meth
Var2




