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Scatterplot of all genessets; FDR<0.05 in red

t0_crp_RNA t0_crp_meth pod_crp_RNA pod_crp_meth
2.0
1.54 IS
Corr: Corr: Corr: g
- I
1.0 0.749%+ 0.870%* —0.797** 2
0.5 =
0.0 1
T
0.05- :
1 —_
1 |O
000 ========--- 1= - Corr: Corr: 2
! I
1 0.818*** -0.725** CBD
-0.05 1 : =
1
~0.10 :
T T
1 1
0.25+4 ! !
1 1 pe]
1 1 8_
0.00T========== -l r-—=-=-=-- T—-~—=--- Corr: Io
1 1 S
-0.25 A ! ! —0.882*** 3
. 1 1 Z
1 1 >
-0.50 A 1 1
1 1
1 1
T T T
0.2 1 1 1 1
1 1 1
1 1 1 '8
1 1 1 o
0.1 i | | I
1 1 1 I—E;‘
1 1 1
1 1 1 (BD
00+ —=—=—======= R i S R 5
1 1 1
1 1 1
T T T I T T I T T T I T T T T
-06 -04 -0.2 0.0 -0.10 -0.05 0.00 0.0 -0.50-0.25 0.00 0.25 0.0 0.1 0.2




Count

-0.6

Color Key

-0.2 0.2 0.6
Value

[
—

t0_cr

p_RNA

pod_crp_RNA

t0_crp_meth

pod_crp_meth

Signaling by Interleukins

Signal Transduction

Immune System

Cytokine Signaling in Immune system
Metabolism of lipids

Platelet activation, signaling and aggregation
Signaling by Receptor Tyrosine Kinases
Innate Immune System

Neutrophil degranulation

Metabolism of RNA

Signaling by ROBO receptors

rRNA processing in the nucleus and cytosol
Nonsense—Mediated Decay (NMD)
Formation of a pool of free 40S subunits
Peptide chain elongation

Eukaryotic Translation Elongation



—log(p.adjustMANQOVA) (significance)

80

70

60

50

40

30

20

effect size versus statistical significance

0.2

0.4 0.6

s.dist (effect size)

0.8




Eukaryotic Translation Elongation

t0_crp_RNA

t0_crp_meth

pod_crp_RNA

pod_crp_meth

204

151

101

0 A

Corr:
0.001

Corr:
0.224.

Corr:
-0.194

VYNY dio 01

8000 -

6000 4

4000 A

Corr:
0.039

Corr:
0.224.

yaw dio 01

—2500 1

-5000 -

Corr:
-0.084

VN dio pod

7500 A

5000 -~

25009

0-

yaw dio pod

1
1
T T I T
-5000-2500 O 2500

200040006000800650

1
1
T I T
00-2500 0O 2500 5000

0 2000400060008000




Eukaryotic Translation Elongation

t0_crp_RNA

t0_crp_meth

pod_crp_RNA

pod_crp_meth

204

151

10~

Corr:
0.001

Corr:
0.224.

Corr:
-0.194

VYNY dio 01

80001 .
6000 |
40004 -

2000 1

Corr:
0.039

Corr:
0.224.

yaw dio 01

5000

2500 1

—2500 1

-5000 -

Corr:
-0.084

VN dio pod

7500 A

500049 ‘=

0- ______

yaw dio pod

-+
1

1

1

1

1

1

T

1

1

1

1

1
2500 :
1

|

1

1

T T I
-5000-2500 O

O == -

200040006000800650

00-2500

Y Ay

2500 5000 0O 2000400060008000




Position in rank

Eukaryotic Translation Elongation

5000+

—5000+

tO_crp'_RNA tO_crp'_meth pod_cr]o_RNA pod_crio_meth
Var2




Neutrophil degranulation

t0_crp_RNA t0_crp_meth pod_crp_RNA pod_crp_meth

Corr: Corr: Corr:
-0.004 0.054 0.030

VYNY dio 01

8000 -

Corr: Corr:
0.039 0.266***

yaw dio 01

Corr:
-0.048

—2500 1

-5000 -

VN dio pod

yaw dio pod

1
-5000-2500 O 2500 0 20004000600080065000-2500

2500 5000 0 3000 6000

1
T
1
1
1
1
1
o-FEEIEi=— -



Neutrophil degranulation
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Peptide chain elongation
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Formation of a pool of free 40S subunits
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Formation of a pool of free 40S subunits
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rRNA processing in the nucleus and cytosol
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rRNA processing in the nucleus and cytosol
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Innate Immune System
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Innate Immune System
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Metabolism of RNA
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Metabolism of lipids
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Signaling by ROBO receptors
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Signaling by Interleukins
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Signaling by Interleukins
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Cytokine Signaling in Immune system
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Cytokine Signaling in Immune system
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Cytokine Signaling in Immune system
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Platelet activation, signaling and aggregation
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Platelet activation, signaling and aggregation
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