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volcano plot of gene set enrichments
1134 gene sets in total, 42 upregulated and 2 downregulated (FDR<=0.05)
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Influenza Viral RNA Transcription and Replication
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Formation of a pool of free 40S subunits
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L13a—mediated translational silencing of Ceruloplasmin expression
beeswarm plot

. ° e o Po wodPoo o oee oo o oo § XXl f?oﬁﬁ;lo"ofo R e 8

-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! !
-8000 -6000 -4000 —-2000 0 2000

ranked DE score in: t

rugplot

! 1
-8000 -6000 -4000 —-2000 0 2000

ranked DE score in: t




Eukaryotic Translation Termination
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Major pathway of rRNA processing in the nucleolus and cytosol
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Chromatin modifying enzymes
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Chromatin organization
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