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volcano plot of gene set enrichments

1176 gene sets in total, 35 upregulated and 2 downregulated (FDR<=0.05)
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L13a—mediated translational silencing of Ceruloplasmin expression
beeswarm plot

° . o 06000 & osee o0 & oBee *Jo & o & ‘{*o o&otoio‘oﬂouf o 8o

! ! ! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

[ ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

Eukaryotic Translation Termination
beeswarm plot

-8000 -6000 -4000 -2000 2000
ranked DE score in: t
histogram
(|
I T T T 1
-8000 -6000 -4000 -2000 2000
ranked DE score in: t
rugplot
I T T T
-8000 -6000 -4000 -2000 2000

ranked DE score in: t




Frequency

12

Cap-dependent Translation Initiation
beeswarm plot

° . ® 0000 Q cve o0 8 dqe q.‘. & oee Qo ‘&ooo&{oio‘“o{ o 8o

! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

[ ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

12

Eukaryotic Translation Initiation
beeswarm plot

° . ® 0000 Q cve o0 8 dqe q.‘. & oee Qo ‘&ooo&{oio‘“o{ o 8o

-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

[ ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

10 15 20

5

0

Major pathway of rRNA processing in the nucleolus and cytosol
beeswarm plot

o Peeoll oo thee oh ook E MKkl 24 o Root{g? 1iALIta Mo 1

! ! ! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

Viral mMRNA Translation
beeswarm plot

-8000 -6000 -4000 -2000 2000
ranked DE score in: t
histogram
I T T T 1
-8000 -6000 -4000 -2000 2000
ranked DE score in: t
rugplot
I T T T
-8000 -6000 -4000 -2000 2000

ranked DE score in: t




Frequency

5 10 15 20

0

Chromatin modifying enzymes
beeswarm plot

e cofoce o oo MM elocelofppoge “ Y (o‘o”l “oﬁ& M‘*u%%*‘n'o {82

! ! ! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

[ ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

5 10 15 20

0

Chromatin organization
beeswarm plot

e cofoce o oo MM elocelofppoge “ Y (o‘o”l “oﬁ& M‘*u%%*‘n'o {82

! ! ! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

[ ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

Nonsense Mediated Decay (NMD) independent of the Exon Junction Complex (EJC)

beeswarm plot

ranked DE score in: t

-8000 -6000 -4000 -2000 2000
ranked DE score in: t
histogram
© —
© -
q- —
N
o -
I T T T 1
-8000 -6000 -4000 -2000 2000
ranked DE score in: t
rugplot
I T T T
-8000 -6000 -4000 -2000 2000




Frequency

80 120

40

Metabolism of proteins
beeswarm plot

-8000 -6000 -4000 -2000 2000
ranked DE score in: t
histogram
I T T T 1
-8000 -6000 -4000 -2000 2000

-8000

ranked DE score in: t

rugplot

-6000 -4000 -2000

ranked DE score in: t

2000




Frequency

10 15 20

5

0

rRNA processing in the nucleus and cytosol
beeswarm plot

° Qoo el & o8 28N o ¢ oo‘d*o‘ﬁ “o ° q..‘{“' 80‘.(.&98.; 8.(60 88

! ! ! ! ! !
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

histogram

[ ! ! ! ! 1
-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t

rugplot

-8000 -6000 -4000 -2000 0 2000

ranked DE score in: t




Frequency

Selenocysteine synthesis
beeswarm plot

-8000 -6000 -4000 -2000 2000
ranked DE score in: t
histogram
I T T T 1
-8000 -6000 -4000 -2000 2000
ranked DE score in: t
rugplot
I T T T
-8000 -6000 -4000 -2000 2000

ranked DE score in: t




