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Scatterplot of all gene sets; FDR<0.05 in red
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Signaling by Receptor Tyrosine Kinases
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Major pathway of rRNA processing in the nucleolus and cytosol
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rRNA processing in the nucleus and cytosol
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rRNA processing in the nucleus and cytosol
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seases of signal transduction by growth factor receptors and second messengers
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Gene expression (Transcription)
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Generic Transcription Pathway
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RNA Polymerase Il Transcription
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Metabolism of RNA
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Metabolism of lipids
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