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Rank-rank plot of all genes
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Scatterplot of all gene sets; top 30 in red
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Formation of a pool of free 40S subunits
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RHO GTPases Activate ROCKs
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Eukaryotic Translation Termination
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|
[}
[}
6000 !
: 4e-08
[}
[}
[}
[}
= [}
534000 ' 3e-08
£ [}
g I
E [}
(@] [}
o [}
c
< 2000 ' 2e-08
[ [}
©
@ |
[}
[}
[}
[}
O TS ~ ~ """~~~ 1= 7 ittt 1e-08
[}
[}
[}
[}
[}
—-2000 I I T I I 0e+00

—4000 —-2000 0 2000 4000

Rank in contrast RNA



Rank in contrast meth

0 2000 4000 6000

—-2000

Major pathway of rRNA processing in the nucleolus and cytosol

@y

o

—-4000 —-2000

Rank in contrast RNA

2000

4000




Position in rank

Major pathway of rRNA processing in the nucleolt

7500+

5000+

2500+

—2500+

—5000+

RNA meth
Var2



Cap—dependent Translation Initiation

4e-08
6000
3e-08
< 4000
)
=
7]
©
c
3 2e—-08
= 2000
X
C
I
o
1le-08
0 |
|
|
|
|
|
-2000 I I T I I Oe+00

—4000 —-2000 0 2000 4000

Rank in contrast RNA



Cap—dependent Translation Initiation
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Pre-NOTCH Processing in Golgi
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