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Rank-rank plot of all genes
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Scatterplot of all gene sets; top 30 in red
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rRNA processing in the nucleus and cytosol
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Major pathway of rRNA processing in the nucleolus and cytosol
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Eukaryotic Translation Elongation
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Formation of a pool of free 40S subunits
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Formation of a pool of free 40S subunits

@y

0009

_ _
0[0[0)74 000¢

yl1aW 1SeNUOoI Ul quey

I e e e = = e = - - - e - - -

0 000¢Z-

4000

2000

—-2000

—-4000

Rank in contrast RNA



Position in rank

Formation of a pool of free 40S subunits

7500+

5000+

2500+

—2500+

—5000+

RNA meth
Var2




Peptide chain elongation

Rank in contrast meth

. 8e-08
[}
[}
[}
6000 — :
[}
]

I 6e-08
[}
[}
4000 — 1
[}
[}
[}
[}

| 4e-08
[}
2000 — .
[}
[}
[}
[}

: 2e-08

0 F===—=—=—= === === - st m---------

[}
[}
[}
[}
[}

—-2000 I I T I I 0e+00

—4000 —-2000 0 2000 4000

Rank in contrast RNA



Peptide chain elongation
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Metabolism of RNA
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GTP hydrolysis and joining of the 60S ribosomal subunit
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Viral mRNA Translation
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Viral mRNA Translation
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Eukaryotic Translation Termination
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Cap—dependent Translation Initiation
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Cap—dependent Translation Initiation
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Eukaryotic Translation Initiation
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SRP-dependent cotranslational protein targeting to membrane

. 4e-08
[}
[}
[}
6000 :
[}
[}

I 3e-08
[}
[}
< 4000 I
[¢B) [}
E [}
@ I

= : 26-08
© [}

c
= 2000 .
c [}
]

@ |
[}
[}

: 1e-08

0 F=-==—===- == === =-- By - - - - -----

[}
[}
[}
[}
[}

—-2000 I I T I I 0e+00

—4000 —-2000 0 2000 4000

Rank in contrast RNA



Rank in contrast meth

0 2000 4000 6000

—-2000

SRP-dependent cotranslational protein targeting to membrane

@y

—-4000 —-2000 2000 4000

Rank in contrast RNA




Position in rank

SRP-dependent cotranslational protein targeting

7500+

5000+

2500+

—2500+

—5000+

RNA meth
Var2




se Mediated Decay (NMD) enhanced by the Exon Junction Comg
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Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJC
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Signaling by Receptor Tyrosine Kinases
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Signaling by Receptor Tyrosine Kinases
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