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Rank-rank plot of all genes
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Signaling by Receptor Tyrosine Kinases
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rRNA processing
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Major pathway of rRNA processing in the nucleolus and cytosol
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Platelet activation, signaling and aggregation

2.0e-08
2000
1.5e-08
0 ]
]
= ]
© |
E :
@ |
£-2000 !
86 , 1.0e—-08
c [}
~ I
% |
@ |
[}
~4000 |
: 5.0e—09
]
]
]
~6000 :
l -~
I I 1 i i 0.0e+00
0

—-4000 —-2000 2000 4000

Rank in contrast RNA



Rank in contrast meth

-4000 —-2000 0 2000

-6000

Platelet activation, signaling and aggregation

—-4000 —-2000 2000 4000

Rank in contrast RNA




Position in rank

Platelet activation, signaling and aggregation

2500+

—2500+

—5000+

RNA meth
Var2




2000

2000

Rank in contrast meth

—-4000

—6000

Metabolism of RNA

|
|
|
|
|
|
|
I
—-4000 —-2000 0

2000 4000

Rank in contrast RNA

2.0e-08

1.5e-08

1.0e-08

5.0e-09

0.0e+00



Metabolism of RNA
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Metabolism of lipids
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Toll-like Receptor Cascades
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Peptide chain elongation
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Eukaryotic Translation Elongation
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Eukaryotic Translation Elongation
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Toll Like Receptor 2 (TLR2) Cascade
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alpha-linolenic acid (ALA) metabolism
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