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ENSG00000180644.8 PRF1
ENSG00000203747.11 FCGR3A
ENSG00000020633.18 RUNX3
ENSG00000205336.12 ADGRG1
ENSG00000197006.14 METTL9
ENSG00000135636.14 DYSF
ENSG00000121316.11 PLBD1
ENSG00000135218.19 CD36
ENSG00000171051.8 FPR1
ENSG00000198053.11 SIRPA
ENSG00000171314.9 PGAM1
ENSG00000163221.9 S100A12
ENSG00000198833.7 UBE2J1
ENSG00000164125.15 GASK1B
ENSG00000113368.12 LMNB1
ENSG00000109743.11 BST1
ENSG00000136026.14 CKAP4
ENSG00000073861.3 TBX21
ENSG00000180739.14 S1PR5
ENSG00000137441.8 FGFBP2
ENSG00000261655.1 AC100803.3
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ENSG00000132170.21 PPARG
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ENSG00000124507.11 PACSIN1
ENSG00000156453.13 PCDH1
ENSG00000158292.7 GPR153
ENSG00000189430.13 NCR1
ENSG00000107954.10 NEURL1
ENSG00000116667.14 C1orf21
ENSG00000100027.16 YPEL1
ENSG00000108950.12 FAM20A
ENSG00000198019.13 FCGR1B
ENSG00000169385.3 RNASE2
ENSG00000110013.13 SIAE
ENSG00000014257.16 ACPP
ENSG00000150337.13 FCGR1A
ENSG00000168615.12 ADAM9
ENSG00000136689.18 IL1RN
ENSG00000183019.7 MCEMP1
ENSG00000138413.13 IDH1
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ENSG00000100427.15 MLC1
ENSG00000211829.9 TRDC
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ENSG00000069702.11 TGFBR3
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