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Rank-rank plot of all genes
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Scatterplot of all gene sets; FDR<0.05 in red
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IRAK4 deficiency (TLR2/4)
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IRAK4 deficiency (TLR2/4)
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MyD88 deficiency (TLR2/4)
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MyD88 deficiency (TLR2/4)
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Regulation of TLR by endogenous ligand
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Regulation of TLR by endogenous ligand
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alpha-linolenic (omega3) and linoleic (omega6) acid metabolisn
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alpha-linolenic acid (ALA) metabolism
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alpha-linolenic acid (ALA) metabolism
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Translocation of ZAP-70 to Immunological synapse
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Erythrocytes take up carbon dioxide and release oxygen
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02/C0O2 exchange in erythrocytes
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02/CO2 exchange in erythrocytes
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Hyaluronan uptake and degradation
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Hyaluronan uptake and degradation
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Uptake and function of anthrax toxins
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Uptake and function of anthrax toxins
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WNT5A-dependent internalization of FZD2, FZD5 and ROR?Z2

10000 ! 1.2e-08
|
|
|
|
: 1.0e—-08
5000 — ;
(al |
3] : 8.0e-09
e
2 [
< |
@ |
5 0 ' 6.0e-09
o |
o
= !
_~< |
% |
r : 4.0e-09
-5000 |
|
|
: 2.0e-09
|
|
-10000 !
I I T I I 0.0e+00

—-10000 —-5000 0 5000 10000

Rank in contrast low CRP



Rank in contrast high CRP

10000

5000

-5000

-10000

WNT5A-dependent internalization of FZD2, FZD5 and ROR2

I I
—-10000 -5000

O — = e - - - - - ——— = - -

5000 10000

Rank in contrast low CRP




Position in rank

WNT5A-dependent internalization of FZD2, FZLC

10000+

5000+

—50001

—10000+

low CRP high CRP
Var?2



Advanced glycosylation endproduct receptor signaling
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p130Cas linkage to MAPK signaling for integrins
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Detoxification of Reactive Oxygen Species
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ROS and RNS production in phagocytes
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ROS and RNS production in phagocytes
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Unwinding of DNA
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Unwinding of DNA
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Insulin receptor recycling
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Insulin receptor recycling
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PD-1 signaling
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PD-1 signaling
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Neutrophil degranulation
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Neutrophil degranulation
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Phosphorylation of CD3 and TCR zeta chains
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Dissolution of Fibrin Clot
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Dissolution of Fibrin Clot
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Dissolution of Fibrin Clot
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GRB2:SOS provides linkage to MAPK signaling for Integrins
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Golgi Cisternae Pericentriolar Stack Reorganization
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NOTCHA4 Activation and Transmission of Signal to the Nucleus
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HUR (ELAVL1) binds and stabilizes mRNA
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HuUR (ELAVL1) binds and stabilizes mRNA
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