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v 6e-09
10000
5e-09
5000
o 4e-09
O
c
=
e
1%
£ o0 , 3e-09
[
(@] [}
© [}
=
_\< [}
c |
s | 2e-09
[}
-5000 — |
[}
[}
| 1le-09
[}
[}
[}
~10000 - '
I I 1 I I 0e+00

—-10000 —-5000 0 5000 10000

Rank in contrast low CRP



Rank in contrast high CRP

10000

5000

-5000

-10000

Trafficking of GluR2-containing AMPA receptors

I I
—-10000 -5000

O — = e - - - - - ——— = - -

5000 10000

Rank in contrast low CRP




Position in rank

Trafficking of GluR2-containing AMPA receptors

10000+

5000+

—50001

—10000+

low CRP high CRP
Var?2



Complement cascade

10000 —

[}
[}
[}
[}
[}
[}
[}
5000 — :
[}
[}
[}
[}
[}
[}

—5000 —

—-10000 —

Rank in contrast high CRP
o
|
)
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|

I I I
—-10000 —-5000 0 5000

Rank in contrast low CRP

I
10000

7e-09

6e—-09

5e-09

4e-09

3e-09

2e—09

1le-09

0e+00



Complement cascade

L1

_ _ _ _
0000T 000§ 0 000S— 0000T-

dyD ybiy 1senuod ul yuey

10000

5000

-5000

—-10000

Rank in contrast low CRP



Complement cascade

10000+

5000+

Position in rank
o

—50001

—10000+

low CRP

Var2

high CRP




Nucleobase biosynthesis

10000 3.5e-09
3.0e-09
5000
a 2.5e-09
e
@)
-
2
< 2.0e-09
17}
S 0 - -
€
3
c — 1.5e-09
X
c
©
e
-5000 1.0e-09
— 5.0e-10
-10000
I I T I I 0.0e+00

—-10000 —-5000 0 5000 10000

Rank in contrast low CRP



Nucleobase biosynthesis

_ _ _ _
0000T 000§ 0 000S— 0000T-

dyD ybiy 1senuod ul yuey

10000

5000

-5000

—-10000

Rank in contrast low CRP



Position in rank

Nucleobase biosynthesis

10000+

5000+

—50001

—10000+

low CRP
Var2

high CRP




Removal of the Flap Intermediate

10000 — I 5e-09
[}
[}
[}
[}
[}
! 4e-09
5000 — :
[a |
o |
© |
S u 3e-09
= |
17
© 0
=
o
o
[
~ 2e-09
[
©
[nd
-5000
1e-09
-10000
0e+00

—-10000 -5000 0 5000 10000

Rank in contrast low CRP



Removal of the Flap Intermediate

_ _ _ _
0000T 000§ 0 000S— 0000T-

dyD ybiy 1senuod ul yuey

10000

5000

-5000

—-10000

Rank in contrast low CRP



Removal of the Flap Intermediate

10000+

5000+

Position in rank
o

—50001

—10000+

low CRP high CRP
Var?2




Pre-NOTCH Processing in Golgi

10000 —
4e-09
5000 —
o 3e-09
o
O
c
=
e
17}
g 0+ 1
S ! 2e-09
c '
v ]
c ]
]
[ad ]
]
-5000 — | |
| 1e-09
[}
[}
[}
[}
[}
-10000 — !
I I 1 I I 0e+00

—-10000 —-5000 0 5000 10000

Rank in contrast low CRP



Pre-NOTCH Processing in Golgi

_ _ _ _
0000T 000§ 0 000S— 0000T-

dyD ybiy 1senuod ul yuey

10000

5000

-5000

—-10000

Rank in contrast low CRP



Pre—-NOTCH Processing in Golgi

10000+

5000+

Position in rank
o

—50001

—10000+

low CRP high CRP
Var?2




Processive synthesis on the lagging strand

- 5e—-09
10000 |
|
|
|
|
: 4e-09
5000 — ;
(ol |
ad I
O |
5 : 3e-09
< |
o |
S 0
1=
@]
o
= 2e-09
X
C
©
@
-5000
1le-09
-10000
0e+00

—-10000 —-5000 0 5000 10000

Rank in contrast low CRP



Rank in contrast high CRP

10000

5000

-5000

-10000

Processive synthesis on the lagging strand

I I
—-10000 -5000

e J

5000 10000

Rank in contrast low CRP




Processive synthesis on the lagging strand

10000+

5000+

Position in rank
o

—50001

—10000+

low CRP high CRP
Var?2




Role of phospholipids in phagocytosis

10000 —

[}
[}
[}
[}
[}
[}
[}
5000 — :
[}
[}
[}
[}
[}
[}

—5000 —

—-10000 —

Rank in contrast high CRP
o
|
)
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|
|

I I I
—-10000 —-5000 0 5000

Rank in contrast low CRP

I
10000

8e-09

6e-09

4e-09

2e-09

0e+00



L1

Role of phospholipids in phagocytosis

_ _ _ _
0000T 000§ 0 000S— 0000T-

dyD ybiy 1senuod ul yuey

10000

5000

-5000

—-10000

Rank in contrast low CRP



Role of phospholipids in phagocytosis

10000+

5000+

Position in rank
o

—50001

—10000+

low CRP high CRP
Var?2
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FCERI mediated Ca+2 mobilization
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RORA activates gene expression
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