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Regulation of Insulin−like Growth Factor (IGF) transport and uptake by Insulin−like Growth Factor Binding Proteins (IGFBPs)
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43 @5%FDR, 20 up 23 dn 106 detected
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11 @5%FDR, 7 up 4 dn 20 detected
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15 @5%FDR, 7 up 8 dn 39 detected



S
R

R
64

67
47

9

S
R

R
64

67
48

0

S
R

R
64

67
48

1

S
R

R
64

67
48

5

S
R

R
64

67
48

6

S
R

R
64

67
48

7

PCSK5

LIPG

LPA

ANGPTL8

CETP

LMF1

APOC3

ANGPTL4

CIDEC

ANGPTL3

FGF21

FURIN

P4HB

LMF2

ABCG1

APOF

APOB

PLTP

APOA4

APOE

APOA2

LCAT

MBTPS1

APOA5

LIPC

APOC2

MTTP

CREB3L3

MBTPS2

APOA1

ALB

PCSK6

Plasma lipoprotein remodeling

−1 0 1

Row Z−Score

0
5

15

Color Key
and Histogram

C
ou

nt



−6 −4 −2 0 2 4 6

0
10

20
30

40
50

60
70

Plasma lipoprotein remodeling

log2 FC

−
lo

g1
0 

pv
al

12 @5%FDR, 7 up 5 dn 29 detected
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50 @5%FDR, 26 up 24 dn 130 detected
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Platelet activation, signaling and aggregation
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67 @5%FDR, 26 up 41 dn 189 detected
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Biosynthesis of the N−glycan precursor (dolichol lipid−linked oligosaccharide, LLO) and transfer to a nascent protein
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25 @5%FDR, 5 up 20 dn 64 detected
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RUNX1 regulates genes involved in megakaryocyte differentiation and platelet function
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17 @5%FDR, 6 up 11 dn 34 detected



S
R

R
64

67
47

9

S
R

R
64

67
48

0

S
R

R
64

67
48

1

S
R

R
64

67
48

5

S
R

R
64

67
48

6

S
R

R
64

67
48

7

ST8SIA3
ST8SIA2
ST6GALNAC5
ST6GALNAC3
ST6GALNAC1
ST6GAL2
GMPPB
RENBP
SLC17A5
ST3GAL4
ST6GALNAC4
NEU1
SLC35C1
GFPT2
NPL
ST8SIA5
ST6GAL1
ST8SIA4
ALG5
GFPT1
NANS
ST6GALNAC2
ST8SIA6
ST3GAL5
ST8SIA1
FPGT
AMDHD2
MVD
DOLK
FUOM
MPI
DPM3
NEU4
ST3GAL3
GNE
NEU3
CMAS
DHDDS
SLC35A1
NAGK
SRD5A3
ST3GAL6
DPM1
NANP
DPM2
GNPNAT1
NUS1
PGM3
UAP1
GLB1
DOLPP1
ST6GALNAC6
GMDS
NUDT14
PMM1
PMM2
ST3GAL2
ST3GAL1
CTSA
GMPPA

Synthesis of substrates in N−glycan biosythesis
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20 @5%FDR, 5 up 15 dn 49 detected
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NOTCH4 Intracellular Domain Regulates Transcription
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7 @5%FDR, 4 up 3 dn 15 detected
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