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log2 foldchange

Contb: Effect of LPS treatment in NI
159 up, 231 down 13421 detected
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Cont5: Effect of LPS treatment in NI

13421 detected, 390 @5%FDR: 231 dn 159 up
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log2 foldchange

Cont4: Effect of OVA treatment in NI
65 up, 53 down 11306 detected
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Cont5: Effect of OVA treatment in NI

11306 detected, 118 @5%FDR: 53 dn 65 up

oo &
% “‘.'
I [
-1 0




Count
40 80

0

Color Key

-2 0 1 2
Row Z-Score

[ -

) genes in Contb: Effect of OVA treatment in NI

‘
I

EA9-5

EA4-5

Tl

1.

1 | o Wan
rM=orange, tPS=gray,

OVA=yellow

Efﬁ

EA3-5
EA7-5
EA6-5
EA5-5

P
o)
[}
<
Ll

EA11-5
EA12-5

|§

ENSMUSG00000040913.12 Fbxw4
ENSMUSG00000028911.17 Srsf4
ENSMUSG00000038545.14 Cul7
ENSMUSG00000031622.17 Sin3b
ENSMUSG00000021913.9 Ogdhl
ENSMUSG00000055322.17 Tns1
ENSMUSG00000045039.10 Megf8
ENSMUSG00000002980.15 Bcam
ENSMUSG00000043733.15 Ptpnll
ENSMUSG00000074505.7 Fat3
ENSMUSG00000015944.10 Castor2
ENSMUSG00000021136.14 Smocl
ENSMUSG00000019232.15 Etnppl
ENSMUSG00000027357.17 Cris1
ENSMUSG00000040520.8 Manea
ENSMUSG00000027206.14 Cops2
ENSMUSG00000055782.10 Abcd2
ENSMUSG00000063406.12 Tmed5
ENSMUSG00000027708.15 Dcunldl
ENSMUSG00000026492.12 Tfb2m
ENSMUSG00000079508.9 Apoo
ENSMUSG00000068798.11 Rapla
ENSMUSG00000036934.10 4921524J17Rik
ENSMUSG00000002831.15 Plin4
ENSMUSG00000067038.7 Rps12—ps3

EA14-5
EA13-5
EA19-5
EA20-5



40 80

Count

0

Colpr Key
) genes in Contb: Effect of OVA treatment in NI

rt=orange, tPS=gray, OVA=yellow

-2 0 1 2
Row Z-Score

Fbxw4
Srsf4
Cul7
Sin3b
Ogdhl
Tnsl
Megf8
Bcam
Ptpnll
Fat3
Castor2

Smocl

Etnppl
Crls1

Manea
Cops2

Abcd2
Tmed5
Dcunldl
Tfb2m
Apoo

Rapla
4921524J17Rik

Plin4

|

Rps12-ps3

EA11-5
EA12-5
EA35-5
EA3-5
EA7-5
EA6-5
EA5-5
EA14-5
EA13-5
EA19-5
EA20-5

i
[T
< 2
w w



