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Pyruvate−metabolism−and−Citric−Acid−(TCA)−cycle
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Regulation−of−gene−expression−by−Hypoxia−inducible−Factor
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TP53−regulates−transcription−of−several−additional−cell−death−genes−whose−specific−roles−in−p53−dependent−apoptosis−remain−uncertain
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The−citric−acid−(TCA)−cycle−and−respiratory−electron−transport
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