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AUF1−(hnRNP−D0)−binds−and−destabilizes−mRNA
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Biosynthesis−of−the−N−glycan−precursor−(dolichol−lipid−linked−oligosaccharide,−LLO)−and−transfer−to−a−nascent−protein
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Class−I−peroxisomal−membrane−protein−import
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Cross−presentation−of−soluble−exogenous−antigens−(endosomes)
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Downregulation−of−SMAD2/3:SMAD4−transcriptional−activity
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FOXO−mediated−transcription−of−oxidative−stress,−metabolic−and−neuronal−genes
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Heparan−sulfate/heparin−(HS−GAG)−metabolism
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Interferon−alpha/beta−signaling
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N−glycan−antennae−elongation−in−the−medial/trans−Golgi
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The−canonical−retinoid−cycle−in−rods−(twilight−vision)
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The−role−of−GTSE1−in−G2/M−progression−after−G2−checkpoint
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