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Defects−in−cobalamin−(B12)−metabolism
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Formation−of−ATP−by−chemiosmotic−coupling
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Glyoxylate−metabolism−and−glycine−degradation
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Mitochondrial−Fatty−Acid−Beta−Oxidation
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Respiratory−electron−transport,−ATP−synthesis−by−chemiosmotic−coupling,−and−heat−production−by−uncoupling−proteins.
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The−citric−acid−(TCA)−cycle−and−respiratory−electron−transport
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Triglyceride−catabolism
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p130Cas−linkage−to−MAPK−signaling−for−integrins
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tRNA−Aminoacylation
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