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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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1.5
Corr: Corr: )
1.0 1 Z
0.696 0.280 >
0.5
0.0
1
1
1
10000 I
1
1
} C . T
5000 4 | orr: %
I 0.581 8
1
1
O+ —-=-=-==== -4
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
- AR w
0 . | A
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -5000 0 5000




GOMF GLUTAMATE RECEPTOR ACTIVITY

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.696 0.280 >
0.5
0.0
1
1
1
10000 I
1
1
] C . T
5000 4 : orr: %
I 0.581 8
1
1
O+ —-=-===== . |
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -5000 0 5000




Position in rank

GOMF GLUTAMATE RECEPTOR ACTIVITY

100001

5000+

—-50001

—10000

RNA H3K9ac H3K36a
contrast




GOMF BH3 DOMAIN BINDING

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.161 0.962** >
0.5
0.0
__
10000 |
1
| | —
! T
5000 4 : Corr: %
: 0.114 8
1
O+ ===== == S
1
1
1
1
1
1
5000 |
1
1
! T
or S - - - - - - - - —---b------ 2
w
1 (o]
(V)
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T
-5000 0 5000 0 5000 10000 0 5000




GOMF BH3 DOMAIN BINDING

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.161 0.962** >
0.5
0.0
1
1
1
10000 I
1
1
1 C ) T
5000 4 : orr: %
: 0.114 8
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
Op-=----- T T T T T T 2
w
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T
-5000 0 5000 0 5000 10000 0 5000




Position in rank

GOMF BH3 DOMAIN BINDING

10000
5000-
0
~5000- -
~10000 RNA H3K9ac H3K36a

contrast




GOMF TELETHONIN BINDING

RNA H3K9ac H3K36a
1.00 1
0.75 1
Corr: Corr: )
0.50 A Z
0.947* 0.384 >
0.25 1
0.00 A
10000 -
1
1
L} C I T
5000 - | orr: %
. 0.323 &
1
1
O+ ===== == S
1
1
1
1
1 1
 l— ! -
1
5000 - : .
1 1
1 1
1 1 T
U L I w
0 . . A
1 1 g
1 1
| — 1 1 |-
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 O 2500 5000 7500




GOMF TELETHONIN BINDING

RNA H3K9ac H3K36a
1.00 4
0.75 1
Corr: Corr: )
0.50 1 Z
0.947* 0.384 >
0.25 1
0.00 1
1
1
1
10000 I
1
1
1 C I T
5000 ! Ot %
| 0.323 g
1
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 0 2500 5000 7500




Position in rank

GOMF TELETHONIN BINDING

10000+

5000+

—50001

—10000

RNA H3K9ac
contrast

H3K36a




1.00 -

0.75 1

0.50 1

0.25 1

0.00 -+

10000 -+

5000 4

5000

-5000 1

GOBP NEGATIVE REGULATION OF METALLOPEPTIDASE ACTIVITY

RNA H3K9ac H3K36a

Corr: )
=z

0.370 >
Corr: &5
)

-0.156 g
T

w

A

w

(o))

QD

5000

10000

-8000 -6000

-4000




1.00 -

0.75 1

0.50 1

0.25 1

0.00 -+

10000 -+

5000 4

5000

-5000 1

GOBP NEGATIVE REGULATION OF METALLOPEPTIDASE ACTIVITY

RNA H3K9ac H3K36a
Corr: Corr: §
-0.280 0.370 >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.156 g
1
_________ U
1
1
1
1
1 1
1 1
1 1
1 1
1 1
1 1
1 1 T
_________ L U w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -8000 -6000 -4000




Position in rank

GOBP NEGATIVE REGULATION OF METALLOI

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOMF FATZ BINDING

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 pzd
0.440 0.613 >
0.5 A
0.0 A
10000
. T
5000 Corr: %
0.922* @
(]
0-
1
1
5000 |
1
1
' &
- R I
0 . | A
1 1 g
1 1
- 1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 0 2500 5000 7500




GOMF FATZ BINDING

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.440 0.613 >
0.5
0.0
1
1
1
10000 I
1
1
1 C . T
5000 4 : orr: %
| 0.922* o
1
1
O+ —-=-===== -4
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 0 2500 5000 7500




Position in rank

GOMF FATZ BINDING

10000+

5000+

—50001

—10000

RNA H3K9ac
contrast

H3K36a




10000 -+

5000 4

5000

-5000 1

GOCC CRD MEDIATED MRNA STABILITY COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.100 -0.300 >
I o
- ! .
1
1
1
1
! I
| Corr: ()
' 0.286 3
1 . Q
; - )
1
_________ S
1
1
1
1
1 1
1 1
ll 1 1
1 1
1 1
1 1
1 1 T
_________ d - = - = = L - & P —— w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 2500 5000 7500




GOCC CRD MEDIATED MRNA STABILITY COMPLEX

RNA H3K9ac H3K36a
3 -
2 -
Corr: Corr: §
-0.100 -0.300 >
l -
0 -
1
1
1
10000 I
1
1
] C | T
5000 4 : orr: %
| 0.286 g
1
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 2500 5000 7500




Position in rank

GOCC CRD MEDIATED MRNA STABILITY COM

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA

RNA H3K9ac H3K36a
2.0 1
1.5
Corr: Corr: )
1.0 - pd
0.011 -0.433 >
0.5
0.0 4
—
10000 -
. T
5000 Corr: %
0.637 g
0-
5000 4
&
0- 1 1 A
w
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
} }
0 0

-5000 5000 5000 10000 2000 4000 6000



GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.011 -0.433 >
0.5
0.0
1
1
1
10000 I
1
1
1 C . T
5000 : OfT %
: 0.637 ]
1
O+ ======= U
1
1
1
1
1 1
1 1
1 1
5000 ' :
1 1
1 1
1 1 T
Op-=----- T T I T B e e 2
w
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 2000 4000 6000



Position in rank

GOBP POSITIVE REGULATION OF CALCIUM |

10000+

5000+

—50001

—10000

>

RNA H3K9ac H3K36a
contrast



GOBP TELENCEPHALON REGIONALIZATION

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 pzd
0.280 0.071 >
0.5 A
0.0 A
10000 -
| T
5000 - Corr: %
0.602 o
0-
5000 -
&
0' . x
w
1 (o))
QD
1
1
-5000 A I
1
1
1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -8000 -6000 -4000




GOBP TELENCEPHALON REGIONALIZATION

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 pzd
0.280 0.071 >
0.5 A
0.0 A
1
1
1
10000 - 1
1
1
1 C | T
5000 ! orr] %
: 0.602 8
1
O+ ======= U
1
1
1
1
1 1
1 1
1 1
5000 4 | |
1 1
1 1
1 1 T
Op------- T T T 2
w
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -8000 -6000 -4000




Position in rank

GOBP TELENCEPHALON REGIONALIZATION

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast




GOBP REGULATION OF RELAXATION OF CARDIAC MUSCLE

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
I ~0.760 0.641 >
—

10000 H

Corr:
-0.305

5000 4

Je6MEH

5000

BOEMEH

1
1
|
1
1
1
1
-5000 1 1
1
1
1
I T T T T T T
0 5000 10000 —-2500 0 2500 5000 7500

-5000 5000



GOBP REGULATION OF RELAXATION OF CARDIAC MUSCLE

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
-0.760 0.641 >
0.5
0.0
1
1
1
10000 I
1
1
1 C . T
5000 ! Off. %
| -0.305 8
1
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 ! !
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 O 2500 5000 7500




Position in rank

GOBP REGULATION OF RELAXATION OF CAF

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



10000 H

5000 4

5000

-5000 1

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.171 0.976** >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.015 g
1
—— e
1
1
1
1
1
1
1
1
1
1
! T
_________ U w
- &
1 (o]
QD
1
1
1
1
1
1
T I T T T T T T T
-5000 0 5000 0 5000 10000 -8000 -6000 -4000




10000 -+

5000 4

5000

-5000 1

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.171 0.976** >
1
1
1
1
1
1
! I
| Corr: ()
- )
1
_________ U
1
1
1
1
1 1
1 1
1 1
1 1
1 1
1 1
1 1 T
_________ L U w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -8000 -6000 -4000




Position in rank

GOCC ATP BINDING CASSETTE ABC TRANSEF

10000
5000- I
O- |
o B
~10000 RNA H3K9ac H3K36a

contrast



10000 H

5000 4

5000

-5000 1

GOCC PROTEASOME CORE COMPLEX BETA SUBUNIT COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.220 —-0.568. >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.481 g
1
_________ S
1
1
1
1
1
1
1
1
1
1
! T
L= R L w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -4000 0 4000 8000




10000 -+

5000 4

5000

-5000 1

GOCC PROTEASOME CORE COMPLEX BETA SUBUNIT COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.220 —-0.568. >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.481 8
1
_________ U
1
1
1
1
1
1
1
1
1
1
! T
_________ S w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -4000 0 4000 8000




Position in rank

GOCC PROTEASOME CORE COMPLEX BETA

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOBP NUCLEOTIDE BINDING OLIGOMERIZATION DOMAIN CONTAINING 1 S

RNA H3K9ac H3K36a

Corr: Corr:
0.505 0.234

VNS

10000 H

5000 4

Je6MEH

5000

BOEMEH

-5000 1

5000 10000 0 2000 4000 6000

e e e O

-5000 5000



GOBP NUCLEOTIDE BINDING OLIGOMERIZATION DOMAIN CONTAINING 1 S

RNA H3K9ac H3K36a
3 -
2 -
Corr: Corr: §
0.505 0.234 >
l -
0 -
1
1
1
10000 - 1
1
1
1 C ) T
5000 - : orr: %
I 0.848* m
| o
1
O+ ======= U
1
1
1
1
1 1
1 1
1 1
5000 4 | |
1 1
1 1
1 1 T
Op------- T T T T 2
w
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T
-5000 0 5000 0 5000 10000 0 2000 4000 6000



Position in rank

GOBP NUCLEOTIDE BINDING OLIGOMERIZA]

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOCC EUKARYOTIC TRANSLATION INITIATION FACTOR 2B COMPLEX

RNA H3K9ac H3K36a
3 -
2 -
Corr: Corr: §
-0.722 -0.515 >
l -

10000 -+

5000 4

Je6MEH

5000

-5000 1

BOEMEH

-5000 5000 5000 10000 —-6000 -4000 -2000 0



10000 -+

5000 4

5000

-5000 1

GOCC EUKARYOTIC TRANSLATION INITIATION FACTOR 2B COMPLEX

RNA H3K9ac H3K36a
Corr: Corr: §
-0.722 -0.515 >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.396 ]
1
_________ -4
1
1
1
1
1 1
1 1
1 1
1 1
1 1
1 1
1 1 T
_________ e U w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T T
-5000 0 5000 0 5000 10000 -6000 —-4000 -2000 O




Position in rank

GOCC EUKARYOTIC TRANSLATION INITIATIO

10000+

5000+

—50001

—10000

., N

RNA H3K9ac H3K36a
contrast



2.0 1

1.5+

1.0+

0.54

0.04

10000 -+

5000 4

5000

-5000 1

GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY

RNA H3K9ac H3K36a
Corr: Corr: §
0.262 0.509 >
1
1
1
1
1
1
1
! Corr: &5
- )
I 0.437 g
1
1
________ Bl
o
1
1
1
1
1
1
1
1
J T
_________ - - = o - - o w
A
o
QD

O = = = = = = = = bk

-5000

5000

5000

10000

—-6000 -4000 -2000 0




2.0 1

1.5+

1.0+

0.54

0.04

10000 -+

5000 4

5000

-5000 1

GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY

RNA H3K9ac H3K36a
Corr: Corr: §
0.262 0.509 >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.437 8
1
_________ U
1
1
1
1
1 1
1 1
1 1
1 1
1 1
1 1
1 1 T
_________ e o w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T T
-5000 0 5000 0 5000 10000 -6000 —-4000 -2000 O




Position in rank

GOMF VASCULAR ENDOTHELIAL GROWTH F

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOBP LUNG VASCULATURE DEVELOPMENT

RNA H3K9ac H3K36a
2.0
1.54
Corr: Corr: )
1.0 Z
0.878. 0.626 >
0.5
0.0
I L |
| |
1
10000 | I
1
1
5000 4 | orr: %
I 0.862. g
1
1
0- ________ S
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
O - - S I R — w
0 . | A
I I S
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -5000 0 5000




GOBP LUNG VASCULATURE DEVELOPMENT

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.878. 0.626 >
0.5
0.0
1
1
1
10000 I
1
1
] C . T
5000 4 : orr: %
I 0.862. g
1
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— S PR B S —— N D S NI U PU— S — w
0 . . A
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 -5000 0 5000




Position in rank

GOBP LUNG VASCULATURE DEVELOPMENT

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOMF BICARBONATE MONOATOMIC ANION ANTIPORTER ACTIVITY

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 pzd
—-0.056 0.098 >
0.5 A
0.0 A
10000 -
. T
5000 Corr: %
-0.598 g
0-
5000 -
&
0- -
- R
S

-5000 1

-5000

O = = = = = = = =

5000

5000

10000

-7500 -5000 -2500

0




2.0 1

1.5+

1.0+

0.54

0.04

10000 -+

5000 4

5000

-5000 1

GOMF BICARBONATE MONOATOMIC ANION ANTIPORTER ACTIVITY

RNA H3K9ac H3K36a
Corr: Corr: §
—-0.056 0.098 >
1
1
1
1
1
1
! I
| Corr: ()
- )
: 0.598 ]
1
_________ -4
1
1
1
1
1 1
1 1
1 1
1 1
1 1
1 1
1 1 T
_________ P w
1 1 a
1 1 g
1 1
1 1
1 1
1 1
1 1
1 1
T I T I T T T T T T
-5000 0 5000 0 5000 10000 -7500 -5000 -2500 0




Position in rank

GOMF BICARBONATE MONOATOMIC ANION /

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 pzd
0.031 0.327 >
Corr: &5
8
*
0.914 g
5000 -
&
01 =
w
(o))
QD

-5000 1

-5000

1
1
1
I
1
I
1
1
|

0

5000

5000

10000

2000 4000 6000




GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.031 0.327 >
0.5
0.0
1
1
1
10000 I
1
1
1 C . T
5000 ! orr: %
| 0.914~ m
| o
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
Op-=----- T T I T B e e 2
w
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T
-5000 0 5000 0 5000 10000 2000 4000 6000




Position in rank

GOBP SKELETAL MUSCLE THIN FILAMENT A

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast



GOBP DORSAL AORTA MORPHOGENESIS

RNA H3K9ac H3K36a
4-
Corr: Corr: §
-0.678. -0.437 >
1
1
1
10000 I
1
1
} C ) T
5000 4 | orr: %
| 0.885** o
1
1
O+ ===== == g
1
1
1
1
1
1
5000 :
1
1
: &
;- === A0 L
0 | | A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T
-5000 0 5000 0 5000 10000 -10000 —-5000 5000 10000




GOBP DORSAL AORTA MORPHOGENESIS

RNA H3K9ac H3K36a
Corr: Corr: §
-0.678. -0.437 >
1
1
1
10000 I
1
1
1 C ) T
5000 4 : orr: %
| 0.885** o
1
1
O+ ======= U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
J A SN I S— L I w
0 . . A
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T
-5000 0 5000 0 5000 10000 -10000 —-5000 5000 10000




Position in rank

GOBP DORSAL AORTA MORPHOGENESIS

10000+

5000+

—50001

—10000

RNA H3K9ac H3K36a
contrast




GOBP POSITIVE REGULATION OF WOUND HEALING SPREADING OF EPIDE

RNA H3K9ac H3K36a
2.0
1.5
Corr: Corr: )
1.0 1 Z
0.289 -0.832. >
0.5
0.0
1
1
1
10000 I
1
1
1 C ) T
5000 : OrT- %
: 0.164 8
1
O+ —-=-=-==== .
1
1
1
1
1
1
5000 |
1
1
! T
O+=-=-=-=-=-== JI X
w
1 (o]
QD
1
1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 O 2500 5000 7500



GOBP POSITIVE REGULATION OF WOUND HEALING SPREADING OF EPIDE

RNA H3K9ac H3K36a
2.01
1.5 1
Corr: Corr: )
1.0 A1 Z
0.289 -0.832. >
0.5
0.0 A1
1
1
1
10000 - 1
1
1
1 C ) T
5000 ! OrT- %
: 0.164 8
1
O+ ======= i
1
1
1
1
1 1
1 1
1 1
5000 4 | |
1 1
1 1
1 1 T
OF------- T T I Y R
w
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
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Position in rank

GOBP DORSAL AORTA DEVELOPMENT
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Position in rank

GOMF IMMUNOGLOBULIN RECEPTOR BINDII
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GOMF GABA A RECEPTOR ACTIVITY

RNA H3K9ac H3K36a
3 -
2 -
Corr: Corr: §
-0.481 -0.305 >
l -
0 -
1
1
1
10000 I
1
1
] C . T
5000 4 : orr: %
| -0.091 o
1
1
O+ ===== == U
1
1
1
1
1 1
1 1
5000 : :
1 1
1 1
1 1 T
o A, AU NS S—— L I DU, IS W PSS SN S— — w
0 . . A
i I o
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -2500 0 2500 5000 7500




Position in rank

GOMF GABA A RECEPTOR ACTIVITY
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Position in rank
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Position in rank

GOCC GABA RECEPTOR COMPLEX
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GOMF GABA RECEPTOR ACTIVITY
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GOMF GABA RECEPTOR ACTIVITY
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Position in rank

GOMF GABA RECEPTOR ACTIVITY
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GOBP POSITIVE REGULATION OF NUCLEAR TRANSCRIBED MRNA CATABO

RNA H3K9ac H3K36a
5 -
4 -
31 : :
Corr: Corr: §
24 -0.016 0.584* >
| .
0 -
1
1
1
10000 - 1
1
1
1 C . T
5000 ! prr- %
1
O+ ======= U
1
1
1
1
1 1
1 1
1 1
5000 4 | |
1 1
1 1
1 1 T
Op-=----- T T B R 2
w
1 1 g
1 1
1 1
-5000 A 1 1
1 1
1 1
1 1
T I T I T T T T T T T
-5000 0 5000 0 5000 10000 -8000 -4000 0 4000 8000



Position in rank

GOBP POSITIVE REGULATION OF NUCLEAR
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GOBP POSITIVE REGULATION OF CALCIUM |
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Position in rank

GOMF TITIN BINDING
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Position in rank

GOBP REGULATION OF CALCIUM ION EXPOF
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GOBP DETECTION OF MUSCLE STRETCH
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