
Corr:
0.112***

Corr:
0.103***

Corr:

0.369***

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−10 −5 0 5 10 15 −5 0 5 −5 0 5

0.0

0.1

0.2

0.3

−5

0

5

−5

0

5

Scatterplot of all genes



Corr:
0.095***

Corr:
0.096***

Corr:

0.304***

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

50

100

150

0

5000

10000

−5000

0

5000

Contour plot of all genes after ranking



RNA

−11

H3K9ac

12

H3K36a

−13

Number of genes in each sector

14

−15

−16

17

−18

−19

010

111

−1

−1

1

1

1

−1

−1

0

1

1

1

−1

−1

−1

−1

0

1

1

1

1

1

1

1301

1057

3386

3188

1

759

473

1

2769

1

3695



0 500 1000 1500

Gene set size

number of member genes included in profile

Histogram of geneset size

geneset size

F
re

qu
en

cy

0 500 1000 1500

0
20

00
50

00

Trimmed histogram of geneset size

geneset size

F
re

qu
en

cy

0 100 200 300 400 500

0
20

00
50

00



s.RNA

−11

s.H3K9ac

12

s.H3K36a

−13

Number of gene sets in each sector

14

−15

16

−17

18

−1

−1

1

1

−1

−1

1

1

−1

−1

−1

−1

1

1

1

1

79

828

174

460

49

399

78

722



Corr:
−0.010

Corr:
0.121***

Corr:

0.353***

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−0.5 0.0 0.5 −0.5 0.0 0.5 −1.0 −0.5 0.0 0.5

0.0

0.5

1.0

1.5

2.0

2.5

−0.5

0.0

0.5

−1.0

−0.5

0.0

0.5

Scatterplot of all genessets; FDR<0.05 in red



R
N

A

H
3K

36
a

H
3K

9a
c

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX
GOMF CALCIUM DEPENDENT PHOSPHOLIPASE A2 ACTIVITY
GOMF SUPEROXIDE GENERATING NAD P H OXIDASE ACTIVITY
GOCC GABA RECEPTOR COMPLEX
GOMF GABA A RECEPTOR ACTIVITY
GOMF ODORANT BINDING
GOMF LARGE RIBOSOMAL SUBUNIT RRNA BINDING
GOCC LARGE RIBOSOMAL SUBUNIT
GOCC CYTOPLASMIC SIDE OF ROUGH ENDOPLASMIC RETICULUM MEMBRANE
GOBP REGULATION OF CALCIUM ION EXPORT ACROSS PLASMA MEMBRANE
GOBP POSITIVE REGULATION OF CALCIUM ION DEPENDENT EXOCYTOSIS
GOBP ENERGY COUPLED PROTON TRANSMEMBRANE TRANSPORT AGAINST ELECTROCHEMICAL GRADIENT
GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY
GOBP TELENCEPHALON REGIONALIZATION
GOBP LUNG VASCULATURE DEVELOPMENT
GOBP POSITIVE REGULATION OF NUCLEAR TRANSCRIBED MRNA CATABOLIC PROCESS DEADENYLATION DEPENDENT DECAY
GOMF TELETHONIN BINDING
GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY
GOMF FATZ BINDING
GOBP CARDIAC MUSCLE TISSUE REGENERATION
GOBP TELOMERASE HOLOENZYME COMPLEX ASSEMBLY
GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA MEMBRANE
GOCC TRANSCRIPTION FACTOR AP 1 COMPLEX
GOMF C3HC4 TYPE RING FINGER DOMAIN BINDING
GOCC CRD MEDIATED MRNA STABILITY COMPLEX

−0.5 0 0.5

Value

0
5

10
15

Color Key
and Histogram

C
ou

nt



0.0 0.2 0.4 0.6 0.8 1.0 1.2

0
50

10
0

15
0

20
0

effect size versus statistical significance

s.dist (effect size)

−
lo

g(
p.

ad
ju

st
M

A
N

O
V

A
) 

(s
ig

ni
fic

an
ce

)



Corr:
−1.000***

Corr:
−0.989**

Corr:

0.991**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −9000 −8000 −7000 −6000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP ENERGY COUPLED PROTON TRANSMEMBRANE TRANSPORT AGAINST ELECTROCHEMICAL GRADIENT



Corr:
−1.000***

Corr:
−0.989**

Corr:

0.991**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −9000 −8000 −7000 −6000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP ENERGY COUPLED PROTON TRANSMEMBRANE TRANSPORT AGAINST ELECTROCHEMICAL GRADIENT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP ENERGY COUPLED PROTON TRANSMEMBRANE TRANSPORT AGAINST ELECTROCHEMICAL GRADIENT



Corr:
0.971**

Corr:
0.591

Corr:

0.511

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 4000 6000 8000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOCC TRANSCRIPTION FACTOR AP 1 COMPLEX



Corr:
0.971**

Corr:
0.591

Corr:

0.511

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 4000 6000 8000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOCC TRANSCRIPTION FACTOR AP 1 COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC TRANSCRIPTION FACTOR AP 1 COMPLEX



Corr:
0.972**

Corr:
0.883*

Corr:

0.945*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOMF C3HC4 TYPE RING FINGER DOMAIN BINDING



Corr:
0.972**

Corr:
0.883*

Corr:

0.945*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOMF C3HC4 TYPE RING FINGER DOMAIN BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF C3HC4 TYPE RING FINGER DOMAIN BINDING



Corr:
0.552.

Corr:
0.459

Corr:

0.616*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

2

4

6

0

5000

10000

−5000

0

5000

GOMF NUCLEAR GLUCOCORTICOID RECEPTOR BINDING



Corr:
0.552.

Corr:
0.459

Corr:

0.616*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

2

4

6

0

5000

10000

−5000

0

5000

GOMF NUCLEAR GLUCOCORTICOID RECEPTOR BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF NUCLEAR GLUCOCORTICOID RECEPTOR BINDING



Corr:
−0.076

Corr:
0.096

Corr:

0.164

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

10

20

30

0

5000

10000

−5000

0

5000

GOCC CYTOSOLIC LARGE RIBOSOMAL SUBUNIT



Corr:
−0.076

Corr:
0.096

Corr:

0.164

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

10

20

30

0

5000

10000

−5000

0

5000

GOCC CYTOSOLIC LARGE RIBOSOMAL SUBUNIT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC CYTOSOLIC LARGE RIBOSOMAL SUBUNIT



Corr:
0.701

Corr:
0.842*

Corr:

0.833*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP TELOMERASE HOLOENZYME COMPLEX ASSEMBLY



Corr:
0.701

Corr:
0.842*

Corr:

0.833*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP TELOMERASE HOLOENZYME COMPLEX ASSEMBLY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP TELOMERASE HOLOENZYME COMPLEX ASSEMBLY



Corr:
−0.059

Corr:
0.161

Corr:

0.814**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 4000 6000 8000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP HEART TRABECULA FORMATION



Corr:
−0.059

Corr:
0.161

Corr:

0.814**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 4000 6000 8000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP HEART TRABECULA FORMATION



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP HEART TRABECULA FORMATION



Corr:
−0.234

Corr:
−0.286

Corr:

−0.054

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF ODORANT BINDING



Corr:
−0.234

Corr:
−0.286

Corr:

−0.054

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF ODORANT BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF ODORANT BINDING



Corr:
−0.902*

Corr:
0.160

Corr:

−0.438

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOCC CYTOPLASMIC SIDE OF ROUGH ENDOPLASMIC RETICULUM MEMBRANE



Corr:
−0.902*

Corr:
0.160

Corr:

−0.438

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOCC CYTOPLASMIC SIDE OF ROUGH ENDOPLASMIC RETICULUM MEMBRANE



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC CYTOPLASMIC SIDE OF ROUGH ENDOPLASMIC RETICULUM MEMBRANE



Corr:
−0.237

Corr:
−0.305

Corr:

0.385*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

2

4

6

0

5000

10000

−5000

0

5000

GOMF OLFACTORY RECEPTOR ACTIVITY



Corr:
−0.237

Corr:
−0.305

Corr:

0.385*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

2

4

6

0

5000

10000

−5000

0

5000

GOMF OLFACTORY RECEPTOR ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF OLFACTORY RECEPTOR ACTIVITY



Corr:
−0.002

Corr:
−0.302

Corr:

0.825*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP VENTRICULAR CARDIAC MUSCLE CELL DEVELOPMENT



Corr:
−0.002

Corr:
−0.302

Corr:

0.825*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP VENTRICULAR CARDIAC MUSCLE CELL DEVELOPMENT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP VENTRICULAR CARDIAC MUSCLE CELL DEVELOPMENT



Corr:
−0.662

Corr:
−0.650

Corr:

0.776

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −9000 −6000 −3000 0 3000

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP ENDOCARDIUM MORPHOGENESIS



Corr:
−0.662

Corr:
−0.650

Corr:

0.776

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −9000 −6000 −3000 0 3000

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP ENDOCARDIUM MORPHOGENESIS



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP ENDOCARDIUM MORPHOGENESIS



Corr:
0.716.

Corr:
0.899**

Corr:

0.858*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP EXCITATORY CHEMICAL SYNAPTIC TRANSMISSION



Corr:
0.716.

Corr:
0.899**

Corr:

0.858*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP EXCITATORY CHEMICAL SYNAPTIC TRANSMISSION



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP EXCITATORY CHEMICAL SYNAPTIC TRANSMISSION



Corr:
−0.130

Corr:
0.382

Corr:

0.500

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF LARGE RIBOSOMAL SUBUNIT RRNA BINDING



Corr:
−0.130

Corr:
0.382

Corr:

0.500

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF LARGE RIBOSOMAL SUBUNIT RRNA BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF LARGE RIBOSOMAL SUBUNIT RRNA BINDING



Corr:
−0.121

Corr:
0.385

Corr:

−0.435

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC MCRD MEDIATED MRNA STABILITY COMPLEX



Corr:
−0.121

Corr:
0.385

Corr:

−0.435

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC MCRD MEDIATED MRNA STABILITY COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC MCRD MEDIATED MRNA STABILITY COMPLEX



Corr:
0.609

Corr:
0.410

Corr:

0.019

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF CALCIUM DEPENDENT PHOSPHOLIPASE A2 ACTIVITY



Corr:
0.609

Corr:
0.410

Corr:

0.019

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF CALCIUM DEPENDENT PHOSPHOLIPASE A2 ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF CALCIUM DEPENDENT PHOSPHOLIPASE A2 ACTIVITY



Corr:
0.696

Corr:
0.280

Corr:

0.581

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF GLUTAMATE RECEPTOR ACTIVITY



Corr:
0.696

Corr:
0.280

Corr:

0.581

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF GLUTAMATE RECEPTOR ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF GLUTAMATE RECEPTOR ACTIVITY



Corr:
0.161

Corr:
0.962**

Corr:

0.114

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF BH3 DOMAIN BINDING



Corr:
0.161

Corr:
0.962**

Corr:

0.114

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF BH3 DOMAIN BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF BH3 DOMAIN BINDING



Corr:
0.947*

Corr:
0.384

Corr:

0.323

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOMF TELETHONIN BINDING



Corr:
0.947*

Corr:
0.384

Corr:

0.323

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOMF TELETHONIN BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF TELETHONIN BINDING



Corr:
−0.280

Corr:
0.370

Corr:

−0.156

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOBP NEGATIVE REGULATION OF METALLOPEPTIDASE ACTIVITY



Corr:
−0.280

Corr:
0.370

Corr:

−0.156

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOBP NEGATIVE REGULATION OF METALLOPEPTIDASE ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP NEGATIVE REGULATION OF METALLOPEPTIDASE ACTIVITY



Corr:
0.440

Corr:
0.613

Corr:

0.922*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF FATZ BINDING



Corr:
0.440

Corr:
0.613

Corr:

0.922*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF FATZ BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF FATZ BINDING



Corr:
−0.100

Corr:
−0.300

Corr:

0.286

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC CRD MEDIATED MRNA STABILITY COMPLEX



Corr:
−0.100

Corr:
−0.300

Corr:

0.286

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC CRD MEDIATED MRNA STABILITY COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC CRD MEDIATED MRNA STABILITY COMPLEX



Corr:
0.011

Corr:
−0.433

Corr:

0.637

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA MEMBRANE



Corr:
0.011

Corr:
−0.433

Corr:

0.637

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA MEMBRANE



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP POSITIVE REGULATION OF CALCIUM ION IMPORT ACROSS PLASMA MEMBRANE



Corr:
0.280

Corr:
0.071

Corr:

0.602

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP TELENCEPHALON REGIONALIZATION



Corr:
0.280

Corr:
0.071

Corr:

0.602

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP TELENCEPHALON REGIONALIZATION



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP TELENCEPHALON REGIONALIZATION



Corr:
−0.760

Corr:
0.641

Corr:

−0.305

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP REGULATION OF RELAXATION OF CARDIAC MUSCLE



Corr:
−0.760

Corr:
0.641

Corr:

−0.305

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP REGULATION OF RELAXATION OF CARDIAC MUSCLE



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP REGULATION OF RELAXATION OF CARDIAC MUSCLE



Corr:
−0.171

Corr:
0.976**

Corr:

0.015

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX



Corr:
−0.171

Corr:
0.976**

Corr:

0.015

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC ATP BINDING CASSETTE ABC TRANSPORTER COMPLEX



Corr:
−0.220

Corr:
−0.568.

Corr:

0.481

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

4

5

0

5000

10000

−5000

0

5000

GOCC PROTEASOME CORE COMPLEX BETA SUBUNIT COMPLEX



Corr:
−0.220

Corr:
−0.568.

Corr:

0.481

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

4

5

0

5000

10000

−5000

0

5000

GOCC PROTEASOME CORE COMPLEX BETA SUBUNIT COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC PROTEASOME CORE COMPLEX BETA SUBUNIT COMPLEX



Corr:
0.505

Corr:
0.234

Corr:

0.848*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2000 4000 6000

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP NUCLEOTIDE BINDING OLIGOMERIZATION DOMAIN CONTAINING 1 SIGNALING PATHWAY



Corr:
0.505

Corr:
0.234

Corr:

0.848*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 0 2000 4000 6000

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP NUCLEOTIDE BINDING OLIGOMERIZATION DOMAIN CONTAINING 1 SIGNALING PATHWAY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP NUCLEOTIDE BINDING OLIGOMERIZATION DOMAIN CONTAINING 1 SIGNALING PATHWAY



Corr:
−0.722

Corr:
−0.515

Corr:

0.396

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −6000 −4000 −2000 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC EUKARYOTIC TRANSLATION INITIATION FACTOR 2B COMPLEX



Corr:
−0.722

Corr:
−0.515

Corr:

0.396

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −6000 −4000 −2000 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC EUKARYOTIC TRANSLATION INITIATION FACTOR 2B COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC EUKARYOTIC TRANSLATION INITIATION FACTOR 2B COMPLEX



Corr:
0.262

Corr:
0.509

Corr:

0.437

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −6000 −4000 −2000 0

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY



Corr:
0.262

Corr:
0.509

Corr:

0.437

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −6000 −4000 −2000 0

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF VASCULAR ENDOTHELIAL GROWTH FACTOR RECEPTOR ACTIVITY



Corr:
0.878.

Corr:
0.626

Corr:

0.862.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP LUNG VASCULATURE DEVELOPMENT



Corr:
0.878.

Corr:
0.626

Corr:

0.862.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP LUNG VASCULATURE DEVELOPMENT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP LUNG VASCULATURE DEVELOPMENT



Corr:
−0.056

Corr:
0.098

Corr:

−0.598

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF BICARBONATE MONOATOMIC ANION ANTIPORTER ACTIVITY



Corr:
−0.056

Corr:
0.098

Corr:

−0.598

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF BICARBONATE MONOATOMIC ANION ANTIPORTER ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF BICARBONATE MONOATOMIC ANION ANTIPORTER ACTIVITY



Corr:
0.031

Corr:
0.327

Corr:

0.914*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY



Corr:
0.031

Corr:
0.327

Corr:

0.914*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP SKELETAL MUSCLE THIN FILAMENT ASSEMBLY



Corr:
−0.678.

Corr:
−0.437

Corr:

0.885**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP DORSAL AORTA MORPHOGENESIS



Corr:
−0.678.

Corr:
−0.437

Corr:

0.885**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP DORSAL AORTA MORPHOGENESIS



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP DORSAL AORTA MORPHOGENESIS



Corr:
0.289

Corr:
−0.832.

Corr:

0.164

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF WOUND HEALING SPREADING OF EPIDERMAL CELLS



Corr:
0.289

Corr:
−0.832.

Corr:

0.164

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF WOUND HEALING SPREADING OF EPIDERMAL CELLS



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP POSITIVE REGULATION OF WOUND HEALING SPREADING OF EPIDERMAL CELLS



Corr:
−0.336*

Corr:
0.353*

Corr:

0.086

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

5

10

15

20

25

0

5000

10000

−5000

0

5000

GOCC CYTOSOLIC SMALL RIBOSOMAL SUBUNIT



Corr:
−0.336*

Corr:
0.353*

Corr:

0.086

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −5000 0 5000

0

5

10

15

20

25

0

5000

10000

−5000

0

5000

GOCC CYTOSOLIC SMALL RIBOSOMAL SUBUNIT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC CYTOSOLIC SMALL RIBOSOMAL SUBUNIT



Corr:
−0.683*

Corr:
−0.472

Corr:

0.865**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP DORSAL AORTA DEVELOPMENT



Corr:
−0.683*

Corr:
−0.472

Corr:

0.865**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

1

2

3

4

0

5000

10000

−5000

0

5000

GOBP DORSAL AORTA DEVELOPMENT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP DORSAL AORTA DEVELOPMENT



Corr:
−0.021

Corr:
−0.298

Corr:

−0.200

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOMF IMMUNOGLOBULIN RECEPTOR BINDING



Corr:
−0.021

Corr:
−0.298

Corr:

−0.200

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −6000 −4000

0.00

0.25

0.50

0.75

1.00

0

5000

10000

−5000

0

5000

GOMF IMMUNOGLOBULIN RECEPTOR BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF IMMUNOGLOBULIN RECEPTOR BINDING



Corr:
−0.481

Corr:
−0.305

Corr:

−0.091

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF GABA A RECEPTOR ACTIVITY



Corr:
−0.481

Corr:
−0.305

Corr:

−0.091

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF GABA A RECEPTOR ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF GABA A RECEPTOR ACTIVITY



Corr:
0.027

Corr:
0.927**

Corr:

0.090

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF SIALIC ACID BINDING



Corr:
0.027

Corr:
0.927**

Corr:

0.090

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF SIALIC ACID BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF SIALIC ACID BINDING



Corr:
−0.469

Corr:
−0.142

Corr:

−0.070

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC GABA RECEPTOR COMPLEX



Corr:
−0.469

Corr:
−0.142

Corr:

−0.070

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

0

5000

10000

−5000

0

5000

GOCC GABA RECEPTOR COMPLEX



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC GABA RECEPTOR COMPLEX



Corr:
−0.469

Corr:
−0.142

Corr:

−0.070

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF GABA RECEPTOR ACTIVITY



Corr:
−0.469

Corr:
−0.142

Corr:

−0.070

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −4000 0 4000 8000

0

1

2

3

0

5000

10000

−5000

0

5000

GOMF GABA RECEPTOR ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF GABA RECEPTOR ACTIVITY



Corr:
−0.016

Corr:
0.584*

Corr:

0.418

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −4000 0 4000 8000

0

1

2

3

4

5

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF NUCLEAR TRANSCRIBED MRNA CATABOLIC PROCESS DEADENYLATION DEPENDENT DECAY



Corr:
−0.016

Corr:
0.584*

Corr:

0.418

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −8000 −4000 0 4000 8000

0

1

2

3

4

5

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF NUCLEAR TRANSCRIBED MRNA CATABOLIC PROCESS DEADENYLATION DEPENDENT DECAY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP POSITIVE REGULATION OF NUCLEAR TRANSCRIBED MRNA CATABOLIC PROCESS DEADENYLATION DEPENDENT DECAY



Corr:
−0.846*

Corr:
−0.758*

Corr:

0.857*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF CALCIUM ION DEPENDENT EXOCYTOSIS



Corr:
−0.846*

Corr:
−0.758*

Corr:

0.857*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500

0

1

2

3

0

5000

10000

−5000

0

5000

GOBP POSITIVE REGULATION OF CALCIUM ION DEPENDENT EXOCYTOSIS



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP POSITIVE REGULATION OF CALCIUM ION DEPENDENT EXOCYTOSIS



Corr:
−0.271

Corr:
−0.132

Corr:

0.778**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF TITIN BINDING



Corr:
−0.271

Corr:
−0.132

Corr:

0.778**

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF TITIN BINDING



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF TITIN BINDING



Corr:
0.208

Corr:
0.823.

Corr:

−0.106

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0 2500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF SUPEROXIDE GENERATING NAD P H OXIDASE ACTIVITY



Corr:
0.208

Corr:
0.823.

Corr:

−0.106

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −7500 −5000 −2500 0 2500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOMF SUPEROXIDE GENERATING NAD P H OXIDASE ACTIVITY



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOMF SUPEROXIDE GENERATING NAD P H OXIDASE ACTIVITY



Corr:
0.581

Corr:
0.569

Corr:

0.833.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP REGULATION OF CALCIUM ION EXPORT ACROSS PLASMA MEMBRANE



Corr:
0.581

Corr:
0.569

Corr:

0.833.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −2500 0 2500 5000 7500

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP REGULATION OF CALCIUM ION EXPORT ACROSS PLASMA MEMBRANE



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP REGULATION OF CALCIUM ION EXPORT ACROSS PLASMA MEMBRANE



Corr:
0.047

Corr:
−0.231

Corr:

0.856*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP DETECTION OF MUSCLE STRETCH



Corr:
0.047

Corr:
−0.231

Corr:

0.856*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 2000 4000 6000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP DETECTION OF MUSCLE STRETCH



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP DETECTION OF MUSCLE STRETCH



Corr:
0.630

Corr:
0.505

Corr:

0.865.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 3000 4000 5000 6000 7000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP CARDIAC MUSCLE TISSUE REGENERATION



Corr:
0.630

Corr:
0.505

Corr:

0.865.

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 3000 4000 5000 6000 7000

0.0

0.5

1.0

1.5

2.0

0

5000

10000

−5000

0

5000

GOBP CARDIAC MUSCLE TISSUE REGENERATION



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOBP CARDIAC MUSCLE TISSUE REGENERATION



Corr:
−0.164.

Corr:
0.059

Corr:

0.243*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

10

20

30

40

0

5000

10000

−5000

0

5000

GOCC LARGE RIBOSOMAL SUBUNIT



Corr:
−0.164.

Corr:
0.059

Corr:

0.243*

RNA H3K9ac H3K36a

R
N

A
H

3K
9ac

H
3K

36a

−5000 0 5000 0 5000 10000 −10000 −5000 0 5000 10000

0

10

20

30

40

0

5000

10000

−5000

0

5000

GOCC LARGE RIBOSOMAL SUBUNIT



−10000

−5000

0

5000

10000

RNA H3K9ac H3K36a
contrast

P
os

iti
on

 in
 r

an
k

GOCC LARGE RIBOSOMAL SUBUNIT


