Scatterplot of all genes
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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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KAT2A
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KAT2B
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KAT2B
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TAF1
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SIRT6
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SIRT6

RNA H3K9ac H3K36a
600 -
400+ Corr: Corr: 3
0.042** 0.178*** >
200 -
0 -
100004
) T
50004 & Corr: %
0.357*** ©
(]
O -
1
5000
&
01 P
w
(o]
(V)
~5000 §
5000 10000 -10000 -5000 0 5000 10000




Position in rank

SIRT6

10000+

5000+

—50001

—10000

RNA

H3K9ac
contrast

H3K36a




EP300

H3K9ac H3K36a
1000 A
Corr: Corr: §
0.068*** 0.150*** >
500 A
0-
10000 -
i T
5000 Corr: %
0.350*** @
(]
0-
1
5000 -
T
0T R
w
(o))
QD
-5000 A
T I T T T T T T T
-5000 0 5000 0 5000 10000 -10000 -5000 0 5000 10000




EP300

RNA H3K9ac H3K36a
1000 A
Corr: Corr: §
0.068*** 0.150*** >
500 A
0-
10000 -
: . T
5000 £ Corr: %
0.350*** @
(]
0-
5000 -
&
01 P
w
(o))
QD
-5000 1 §

0 5000 10000 -10000 -5000 0 5000 10000




Position in rank

EP300

10000+

5000+

—50001

—10000

RNA

H3K9ac
contrast

H3K36a




HDAC1

H3K9ac H3K36a
900 A
600 A Corr: Corr: §
0.060*** 0.152*** >
300 A
0 -
10000 -
. T
5000 Corr: %
0.369*** @
o
0 -
1
1
5000 -
&
0T =
w
(o))
QD
-5000 A
1

-5000 0 5000 0 5000 10000 -10000 -5000 0 5000 10000



HDAC1

RNA H3K9ac H3K36a
900 -
600 A Corr: Corr: §
0.060*** 0.152*** >
300 -
0-
100004
5 i T
50004 #8 Corr: %
0.369*** m
(]
0-
5000 1 4
&
01 =
w
(o))
QD
-5000 |

0 5000 10000 -10000 -5000 0 5000 10000




Position in rank

HDAC1

10000+

5000+

—50001

—10000

RNA

H3K9ac
contrast

H3K36a




HDAC?2

H3K9ac H3K36a
1000 -
Corr: Corr: 2
*kk *k*k >
500 - 0.067 0.152
0 -
10000 -
. T
5000 Corr: %
0.360*** @
o
0 -
1
5000 4
T
0T R
w
(o))
QD
-5000 A
1

-5000 0 5000 0 5000 10000 -10000 -5000 0 5000 10000



HDAC?2

1000 -

500 ~

10000 H

5000 #8

5000 { &8

-5000 1

RNA H3K9ac H3K36a
Corr: Corr: §
0.067*** 0.152*** >
Corr: &5
8
0.360*** @
(]
T
w
A
w
(o))
QD

5000 10000 -10000 -5000

0 5000 10000




Position in rank

HDAC?2

10000+

5000+

—50001

—10000

RNA

H3K9ac
contrast

H3K36a




HDACG6

H3K9ac H3K36a
1000 |
750
Corr: Corr: )
500 | pzd
0.060*** 0.162*** >
250 A
0 -
10000 -
. T
5000 Corr: %
0.375*** @
(]
0 -
1
5000 -
T
01 R
w
(o))
QD
-5000 A
1

-5000 0 5000 0 5000 10000 -10000 -5000 0 5000 10000



HDACG6

1000 -

750 ~

500 1

250

10000 -+

50004 &

5000

-5000 1

RNA H3K9ac H3K36a
Corr: Corr: §
0.060*** 0.162*** >
Corr: &5
8
0.375*** @
(]
T
w
A
w
(o))
QD

5000 10000 -10000 -5000

0 5000 10000




Position in rank

HDACG

10000+

5000+

—50001

—10000

RNA

H3K9ac
contrast

H3K36a




CREBBP
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