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TP53 REGULATES TRANSCRIPTION OF GENES INVOLVED IN G2 CELL CYCLE ARREST
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RECYCLING OF EIF2 GDP
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- PTK6 REGULATES RHO GTPASES RAS GTPASE AND MAP KINASES

. MAPK1 ERK2 ACTIVATION

NFE2L2 REGULATES PENTOSE PHOSPHATE PATHWAY GENES

CREATION OF C4 AND C2 ACTIVATORS
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ORGANIC ANION TRANSPORT
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SCAVENGING OF HEME FROM PLASMA
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