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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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Metabolism of RNA
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Metabolism of RNA
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Cell Cycle, Mitotic
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Cell Cycle, Mitotic
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Regulation of expression of SLITs and ROBOs
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Regulation of expression of SLITs and ROBOs
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rRNA processing
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rRNA processing
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rRNA processing in the nucleus and cytosol
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rRNA processing in the nucleus and cytosol
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Processing of Capped Intron—-Containing Pre-mRNA
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Activation of NMDA receptors and postsynaptic events
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Activation of NMDA receptors and postsynaptic events
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Corr: Corr: Corr: -
-0.007 -0.220** -0.211** <
Corr: Corr: =
—0.475%** —0.464*** <
Corr: o)
0.640%* | &
<.
o
N

—-75005

0062500 0-10060'50850002500 0 —2500 0 25005000 0

3000 6000

0 250(000r500




Mitotic Metaphase and Anaphase

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.289*** —0.498*** 0.356*** 0.284*** -
PN |
~2500 1 S o |
) eS8° 8 Corr: Corr: Corr: =
-50001 ¢ # 1 *x *% &
‘ Y -0.007 -0.220 -0.211
—=7500 A % 1
o 1
-10000 1
P e 1 1
50007 #hat e RIS
oo o ° | 3P0l | .
2500 1 o i @ ; Corr: Corr: =
) 854 ¥ J —0.475*** —0.464*** =
01T — R oo @S | P TgS PR ogs® +
I |
-2500 - ol !
1 1
6000
i Corr: g
30007 < 0.640¢ | &
0 -
7500
5000 A =
=
2500 A o

0 ="

—750050082500 0-10060'50850062500 0 —2500 0 25005000

O ==

3000 6000

0 250(000r500




Position in rank

5000+

—5000-

—10000+

Mitotic Metaphase and Anaphase

psf psb hcy folate
Var2

vith12




Major pathway of rRNA processing in the nucleolus and cytosol

—-2500 1
-5000 1 __f
=7500 1

-10000

7500
5000 -~

2500 4

018

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.275%** —0.451%** 0.268** 0.236** -
Corr: Corr: Corr: -
0.043 -0.101 -0.220** <
Corr: Corr: =
—0.432%** 04410 |2
Corr: o)
0.645%* | &
:
1
! <.
1 ISy
! N

—7500500025

0 3000 6000

0 250(000r500




Major pathway of rRNA processing in the nucleolus and cytosol

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.275*** —0.451*** 0.268** 0.236** -
I
-2500 A 2 :
> “8e Corr: Corr: Corr: =
-5000 A : — &
| 0.043 -0.101 -0.220
—-75009 o
5 1
-10000 1
5000 A
2500 - Corr: Corr: z
0- —0.432*%** —0.441*** =
-2500 -
6000
Corr: g
QD
3000 1 0.645*** @
0 -
; CIRE 2 | 1 I ! , %
7500 « 5| S ve % | RS | o4
,\V‘ 1 1 | = S I )
5000 A ~ ! ! doog © ! . <
1 1 I 1 é—’
4 [ | 1 1 1
2500 , o i | o8 | N
1 1 1 ( 1
OTefm~> 95—~ 18| [ % oSBT T T T W | GBl@ees T T
T T T I T T T I T I T T I T T T T T T
-750650062500 0-10060506850062500 0 —2500 0 25005000 0 3000 6000 0 2506000500




Position in rank

5000+

—5000-

—10000+

Major pathway of rRNA processing in the nucleol

psf psb hcy folate vith12
Var2



Mitotic Anaphase

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.289*** —0.498*** 0.356*** 0.285***

Jsd

-2500 -

Corr: Corr: -
~5000 ~0.219* —0.212% |®
~7500 |

-10000
5000 1 |
2500 - Corr: Corr: z
-0.476%** —0.465*** =

0-

—2500 1

6000 4
Corr:

3000 A 0.645***

a1e|0)

7500

5000 -~

2500 4

CTOQUA

1
oW - -
!

T .
1 1
0 -2500 0 25005000 0 3000 6000 0 250(000r500

—-750050002500 0-10060'50850062500



Mitotic Anaphase

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.289*** —0.498*** 0.356*** 0.285*** -
OF--=------ -
$ S
~2500 S o |
) eS8° 8 Corr: Corr: Corr: =
-50004 = & Z
‘ ' : -0.007 -0.219** -0.212**
=75004 . ° 1
2 o ® A
-10000 L
P 1 1
50007 #55% MK A
25001 - e Fhmn b= : Corr: Corr: -
0L Sap 5 I8N | [ Lo, I AR ! -0.476*** -0.465** 'S
I 1
—2500 - ol !
1 1
od | o 1 [N
@ S o o7 1 ,J" ;
60004 - = °© S e 5 2 I e %
2.} o) 2
: F-098cl0 $3 : = Corr: g
s r } Q
30001 « & ! 3 s ! A E 0.645** | @
1 1 1 g
Omg ~ s ® S| [T 762 ool [TT 170 T
1 1 1
o @ Cl _d 1 . 1 9
7500 A (N sl <R 3% *;, 3 ] e o?
g 1 s @ 1 D hy\ 1 s e *
5000 - g . ; | i °$ 22 ! N 4 <
) | © oo ! @ ! o2 S
2500 - Z : ® ! | g% b S NS
T § ° I 3 l 1 1 I \
0 Ted g% " - 1~ 7o oo fm" T oo 8- Bos| ro¥ f@w— o~ T
1 1

—750050082500 0-10060'50850062500 0 —2500 0 25005000
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0 250(000r500




Position in rank

5000+

—5000-

—10000+

Mitotic Anaphase

péf péb

h(':y
Var2

foléte

vith12




Neuronal System

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.438*** —0.409*** 0.309*** 0.262**

Jsd

0 -
~2500 1
Corr: Corr: Corr:
-5000 - -0.101 0.169. —-0.080

=7500 1

-10000

gsd

Corr: Corr:
-0.184* —0.300***

Ay

Corr:
0.501***

a1e|0)

CTOQUA

—750050082500 0-10060'50850062500 0 —2500 0 25005000 0 3000 6000

0 250(000r500



Neuronal System

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.438*** =0.409*** 0.309*** 0.262** -
OT®—aT - :lFE
® _TJI“
-2500 - 1:
@ ' Corr: Corr: Corr: =
-5000 A 4 &
! -0.101 0.169. -0.080
-75009 = . 1
1
-10000 1
1 1
5000 - : i
2500 4 : i Corr: Corr: =
3 J o = - 3 -0.184* —0.300*** =
0T =W ol [T~ =5 e +
1 < 1
~2500 - §° 77 Ay R
1 1 1
b 1 ‘|
6000 1 N |
i : : Corr: g
QD
3000 A 1 1 1 0.501*** T
s 1 ¢ 1 1 1
£ 1 1 L 1
OTodesso® o | [ R0 T, | [ P T T WS
1 1
; N 1 Q 1 1 5
7500 A - T |® i | )
1 1 1 1
5000 1 o oy —! ¢ 1 ! is* <
¢ 1 ‘ 1 1 1 =
i 1 1 1. 1 =
2500 . | j i ¥ N
’ 1 1 1, ]
0"“"',‘""!" C Tomd | PRE P [e®T L8 v o T&ige ® g ©7 ~
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-750650062500 0-10060506850062500 0 —2500 0 25005000 0 3000 6000 0 2506000500



Position in rank

5000+

—5000-

—10000+

Neuronal System

péf péb

h(':y
Var2

foléte

vith12




0+

—-2500 1

—-5000 1

=7500 1

-10000

Transmission across Chemical Synapses

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.397*** —0.391*** 0.269** 0.190. -
Corr: Corr: Corr: -
—-0.002 0.128 -0.181. <
Corr: Corr: z
-0.163 —-0.242* =
Corr: o)
0.500% | &
<.
o
N

—-750050062500 0-10060'5065

0062500 0 -2500 0 25005000

0 3000 6000

0 250(000r500




Transmission across Chemical Synapses

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.397*** —0.391*** 0.269** 0.190. -
O+ —g e C T
b= o1
-2500 A :
: ' Corr: Corr: Corr: 5
-5000 | B &
! —-0.002 0.128 -0.181.
—=7500 A 1
1
-10000 1
1
5000 4 1
1 d L
2500 - 1 Corr: Corr: z
oL 28998 g °° :_ -0.163 -0.242* =
1
—-2500 - S “ :q
1 1 1
8| 1 1
6000 - 1 N |
i & i Corr: g
Q
3000 4 1 1 1 0.509%** T
1 1 1 [
~ () 1 1
O--———'—'c————l— -——\ ————— u-l—
1 1
1 1
7500 A | 1
1 1
5000 ‘ o ¥ L ) <
1 1 x
2500 - : : N
y 1 1
O#-§ — o7 5%° B [0S T S5 F .
T T T I T T T I T I T T I T T T T T T
—-750850062500 0-1006050050062500 0 —2500 0 25005000 0 3000 6000 0 2500000500



Position in rank

5000+

—5000-

—10000+

Transmission across Chemical Synapses

psf psb hcy folate vith12
Var2




Selenocysteine synthesis

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.372** -0.328** 0.155 0.046

Jsd

O -
-2500 -
Corr: Corr: Corr: 3
-50001 0.142 -0.047 -0.216. °
~7500 -
-10000
sooo-ﬁfﬂ
2500 Corr: Corr: =
O-u —0.496%** -0.487*  |'S
-2500 -
6000 -
Corr:

3000 A 0.679***

a1e|0)

75004
5000

2500 4

0-

CTOQUA

—-750050002500 0-10060'50850062500

25005000 0 3000 6000 0 250(000r500

O -=- -
O - = -

-2500



Selenocysteine synthesis

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.372** —-0.328** 0.155 0.046 -
I
-2500 - :
b o Corr: Corr: Corr: =
-5000 A : &
| 0.142 -0.047 -0.216.
—=7500 A 1
1
-10000 1
5000 A
2500 - Corr: Corr: z
0- —0.496*** —0.487*** =
-2500 -
6000
Corr: g
QD
30001 0.679*** @
0-
1
7500 I
1
5000 A ! <.
| g
2500 1 | N
1
01 Fomm————— -
T T T I T T T I T T I T T T T T T
-750650062500 0-10060506850062500 0 —2500 0 25005000 0 3000 6000 0 2506000500




Position in rank

5000+

—5000-

—10000+

Selenocysteine synthesis

psf psb hcy
Var2

foléte

vith12




Peptide chain elongation

—-2500 1
-50009
=7500 1

-10000

75001
5000 -
2500 -

0-

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.369** -0.361** 0.147 0.037 -
Corr: Corr: Corr: -
0.078 -0.071 -0.206 <
Corr: Corr: =
—0.532%* ~0.503%+ [
Corr: o)
0.670" |®
<.
ISy
N

—7500500025

1
1
1
T
!

0 3000 6000

0 250(000r500




Peptide chain elongation

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.369** -0.361** 0.147 0.037 -
1
-2500 :
t Corr: Corr: Corr: =
-5000 A i &
| 0.078 -0.071 -0.206
—7500 A 1
1
-10000 1
1 1
5000 - 1 1
1 1 T L
2500 - : " Corr: Corr: z
1 1 —0.532*** —0.503*** <
OF—-=-===-=== h—| Fo === — - + ’ l
1 1
—2500 A ; !
1 1
1 ey 1 B
1 .-_. 1 1
6000 | | |
i i i Corr: g
Q
3000 A 1 1 1 0.670%** T
1 1 1
1 1 1
oo 81 | fTTe T T T T TTTT T T T e
1 1 1
1 & 1 Loy 1
7500 A 1 1 1 1
1 1 1 8 1
5000 A | 1 1 1 <.
1 1 1 1 x
| 1 1 1 =
2500- 1 1 1 1 ~
1 1 1 1
OT v ™9~ 15| [T T% T~ "¢ rr——-1T-—-——-=%- | >—————-
T T T I T T T I T I T T I T T T T T T
—-7500850062500 0-1006050850002500 0 —2500 0 25005000 0 3000 6000 0 25050007500




Position in rank

5000+

—5000-

—10000+

Peptide chain elongation

psf psb hcy
Var2

foléte

vith12




Signaling by ROBO receptors

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.300*** —0.292*** 0.241** 0.157.

Jsd

gsd

-2500
Corr: Corr: Corr:
50007 | 0.161. ~0.045 ~0.156.
~75001 §
-10000
5000-.;m
2500 : Corr: Corr:
—0.281%* ~0.389%**

0-

—2500 1

Ay

6000 -
Corr:

3000 A 0.628***

a1e|0)

7500

5000 -~

2500 4

0-_

CTOQUA

—750050082500 0-10060'50850062500 0 —2500 0 25005000 3000 6000 0 250(000r500



Signaling by ROBO receptors

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.300*** —0.292%** 0.241** 0.157. -
OF=-=====~-= 1=
o
-2500 - $ :
¥ o Corr: Corr: Corr: -
~50007 3y ool 0.161. ~0.045 ~0.156. B
-7500 7+ I
1
-10000 !
|
50004 1
2500 A ’7,@ : Corr: Corr: =
0190 ge® Lo o —0.281*** —0.389*** =
|
-2500 1 ot
|
1
6000 I
: i Corr: 5
30004 ¢ & F 0.628*** @
Of-=-f---q-
1
o 1=
75004 . ° I
|
5000 A : =
o
2500 1 pde ook N
|
0 o - - =
1

—750050082500 0-10060'50850062500 0 —2500 0 25005000

o

3000 6000

0 250(000r500




Position in rank

5000+

—5000-

—10000+

Signaling by ROBO receptors

psf psb hcy
Var2

foléte

vith12




Neurotransmitter receptors and postsynaptic signal transmission

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.398*** —0.427*** 0.326** 0.205.

Jsd

O-
-2500 -
Corr: Corr: Corr:
~50007 ~0.008 0.266* ~0.116

=7500 1

-10000

gsd

Corr: Corr:
-0.086 —-0.159

Ay

Corr:
0.425***

a1e|0)

CTOQUA

—750050082500 0-10060'50850062500 0 —2500 0 25005000

3000 6000 0 250(000r500

O =



Neurotransmitter receptors and postsynaptic signal transmission

0-
—2500 1
-5000 1
=7500 1

-10000

5000 -~

2500 -~

0-

—2500 1

6000 -

3000

7500

5000 -~

2500 4

0+

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.398*** =0.427*** 0.326** 0.205. -
Corr: Corr: Corr: -
—0.008 0.266* —-0.116 <
Corr: Corr: z
-0.086 -0.159 =
:
1
i Corr: g
QD
: 0.425*** @
LTa® ) o | oo _
1
1 1
1 1
1 1
1 1 <.
1 1 ISy
y : S
1 1
KX S Eamnan $4°e BT 5T
~7506850062500 0-10060/50850062500 0 -2500 0 25005000 0 3000 6000 0 2506007500




Position in rank

5000+

—5000-

—10000+

Neurotransmitter receptors and postsynaptic sigr

psf psb hcy folate vith12
Var2



Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJ(

0-
—2500 1
-5000 1
-7500

-10000

5000 -~

2500 -~

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.355** -0.341** 0.165 0.033 -
Corr: Corr: -
-0.101 —-0.236* <
Corr: Corr: z
—0.485*** -0.454% =
Corr: g
0.667%* | ®
<.
o
N

0062500 O

100605005

0062500

O+ H-----os

25005000

3000 6000

02

50000500




Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJ(

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.355** -0.341** 0.165 0.033 -
OfF ======== -
a 1
-2500 - :
t Corr: Corr: Corr: =
-5000 A : < &
: 0.097 -0.101 —-0.236
—=7500 A 1
1
-10000 1
5000 A
2500 - Corr: Corr: z
oA —0.485*** —0.454* S
-2500 -
6000
Corr: g
QD
3000 1 0.667*** @
0-
I L
7500 I g
1
5000 A ! <.
| g
2500 1 | N
1
01 Foofe sarm - ——— -
T T T I T T T I T I T T I T T T T T T
-750650062500 0-10060506850062500 0 —2500 0 25005000 0 3000 6000 0 2506000500



Position in rank

5000+

—5000-

—10000+

Nonsense Mediated Decay (NMD) enhanced by

psf psb hcy folate vith12
Var2



O-
—2500 1
-5000 1

—=7500 A

-10000

Nonsense—Mediated Decay (NMD)

5000 -~
2500 -~

0-

—2500 1

6000 -

3000

7500

5000 -~

2500 4

0-

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.355** -0.341** 0.165 0.033 -
Corr: Corr: Corr: -
0.097 -0.101 —-0.236* <
Corr: Corr: =
~0.485%+ 04540 |2
Corr: g
0.667%* | ®
<.
o
N

—750050082500 0-10060'50850062500 0 —2500 0 25005000

3000 6000

0 250(000r500




Nonsense—Mediated Decay (NMD)

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.355** -0.341** 0.165 0.033 -
OfF ======== -
a 1
-2500 - :
t Corr: Corr: Corr: =
~5000 - . s &
: 0.097 -0.101 —-0.236
—=7500 A 1
1
-10000 1
5000 A
2500 - Corr: Corr: z
oA —0.485*** —0.454* S
-2500 -
6000
Corr: g
QD
3000 1 0.667*** @
0-
I L
7500 I g
1
5000 A ! <.
| g
2500 1 | N
1
01 Foofe sarm - ——— -
T T T I T T T I T T I T T T T T T
-750650062500 0-10060506850062500 0 —2500 0 25005000 0 3000 6000 0 2506000500




Position in rank

5000+

—5000-

—10000+

Nonsense—Mediated Decay (NMD)

psf psb hcy folate
Var2

vith12




G2/M Transition

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.232** —0.423*** 0.435*** 0.417***

Jsd

-2500 |
Corr: Corr: -
~50007 ~0.209* —0.182* |°©
~75001 §
-10000
Corr: Corr: z
—0.443*** -0.507*** =

Corr:
0.700%**

a1e|0)

CTOQUA

—-750050002500 0-10060'50850062500

0 250(000r500

g
1
T
!
0

—-2500 0 25005000 0 3000 6000



G2/M Transition

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.232** =0.423*** 0.435*** 0.417*** -
1
-2500 - :
1 Corr: Corr: Corr: =
-5000 A ’ } < < 2
; ¢ 0.026 -0.209 -0.182
-75001 © 4% 2o
1
-10000 1
& 1 ! 1
5000 @ o e 5 :
2500 L : - : Corr: Corr: 5
i gt ! —0.443*** —0.507*** =
0To— S8 aS 9= 2 I—| oS-Gt 8e-8- + - :
1 ]
-2500 - b -
1 1
@ 1 (< 1 o
2 & OF :( 1 1 ¢
6000 I 5 o I [
i € : | Corr: )
3 Q
3000 - £ 1 b4 1 1 ! 0.700%** T
1 1 1 .
S | Y @, 1 1 ax
0":; """" Fl 6,78 oo ol [TTa o . o&&
1 1 1
1 1 k 1 ®
7500 1 ! : | P | ~
p 1 1 1 1 7
5000 A g ! 9’ ! lLd'es = <.
1 1 1 1 =
2500 - ' oc & b @ @ ! - N
\ 1 s t 1 1 s 1.
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Position in rank

5000+

—5000-

—10000+

G2/M Transition

péf péb

h(':y
Var2

foléte

vith12




Eukaryotic Translation Elongation

12.5

10.0
7.5
5.0
251
0.0+

O-
~2500 -

-50001

=7500 1

-10000

5000 -~

2500 -~

0-

—2500 1

6000 -

3000

7500

5000 -~

2500 4

0-

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.376** —0.348** 0.128 0.020 -
Corr: Corr: Corr: -
0.082 -0.086 -0.212. <
Corr: Corr: =
—0.530%* ~0.506%* |
Corr: o)
0.686"* |®
<.
ISy
N

—750050082500 0-10060'50850062500 0 —2500 0 25005000

0 3000 6000

0 250(000r500




Eukaryotic Translation Elongation

psf psb hcy folate vith12
125
10.04
7.57 Corr: Corr: Corr: Corr: =
w0
5.01 0.376** —0.348** 0.128 0.020 -
2.51
0.0
O-
-2500
Corr: Corr: Corr: -
~50007 0.082 ~0.086 ~0.212. S
~7500 A
-10000
1 1
5000 - : :
2500 - : ! Corr; Corr; =
1 1 —0.530*** —0.506*** <
OF—-=-===-=== h—| Fo === — - + ’ l
1 1
-2500 A 4 !
1 1
Lo e 1 L
1 .-_. 1 1
6000 - | i i
i i i Corr: g
Q
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Position in rank

5000+

—5000-

—10000+

Eukaryotic Translation Elongation

psf psb hcy folate
Var2

vith12




Nonsense Mediated Decay (NMD) independent of the Exon Junction Complex (E

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
%]
0.359** —0.359** 0.140 0.007 -
O -
-2500 -
Corr: Corr: Corr: -
50007 o 0.071 ~0.120 —0.268* |®
~7500 -
~10000 L
5000 | 4
2500 Corr: Corr: z
0- —0.491*** —0.435*** =
—2500 -
6000
Corr: o)
30001 0670 |®
0 -
7500 -
5000 A =
o
2500 - \ N
0 T
T T L] T T I T I T T T T T

—750050082500 0-10060'50850062500 0 —2500 0 25005000 3000 6000 0 250(000r500



Nonsense Mediated Decay (NMD) independent of the Exon Junction Complex (E

psf psb hcy folate vith12
Corr: Corr: Corr: Corr: =
(2]
0.359** —0.359** 0.140 0.007 -
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Position in rank

5000+

—5000-

—10000+

Nonsense Mediated Decay (NMD) independent «

psf psb hcy folate vith12
Var2



MRNA Splicing

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
0.222** —0.344*** 0.196* 0.183*
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MRNA Splicing
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Position in rank

MRNA Splicing

5000+

—5000-

—10000+

péf péb

h(':y
Var2

foléte

vith12




Selenoamino acid metabolism

12.5

10.0 1
7.5
5.0 1
2.54
0.0+

0-
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50001
75001 §

-10000

7500

5000 -~

2500 4

0-__

psf psb hcy folate vith12
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0.333** —0.350** 0.204. 0.080 -
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Selenoamino acid metabolism
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Position in rank

5000+

—5000-

—10000+

Selenoamino acid metabolism

psf psb hcy
Var2

foléte

vith12




GTP hydrolysis and joining of the 60S ribosomal subunit

12.5
10.0 1
7.5
5.0 1
2.54
0.0+
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GTP hydrolysis and joining of the 60S ribosomal subunit

psf psb hcy folate vith12
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Position in rank

GTP hydrolysis and joining of the 60S ribosomal
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psf psb hcy folate vith12
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Mitotic G2-G2/M phases
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Mitotic G2-G2/M phases
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Position in rank

5000+

—5000-

—10000+

Mitotic G2-G2/M phases

psf psb hcy
Var2

foléte
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L13a—mediated translational silencing of Ceruloplasmin expression
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L13a—mediated translational silencing of Ceruloplasmin expression

psf psb hcy folate vith12
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Position in rank

5000+

—5000-

—10000+

L13a—mediated translational silencing of Cerulof

psf psb hcy folate vith12
Var2



Viral mMRNA Translation

psf psb hcy folate vith12
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Viral mMRNA Translation

psf psb hcy folate vith12
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Position in rank

5000+

—5000-

—10000+

Viral mRNA Translation

psf psb hcy
Var2

foléte

vith12




Post NMDA receptor activation events

psf psb hcy folate vith12
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Post NMDA receptor activation events

psf psb hcy folate vith12
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Position in rank
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—10000+

Post NMDA receptor activation events

psf psb hcy folate
Var2

vith12




MRNA Splicing — Major Pathway

psf psb hcy folate vith12
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MRNA Splicing — Major Pathway
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Position in rank

5000+

—5000-

—10000+

MRNA Splicing — Major Pathway

psf psb hcy folate
Var2

vith12




SRP-dependent cotranslational protein targeting to membrane
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SRP-dependent cotranslational protein targeting to membrane

psf psb hcy folate vith12
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Position in rank

5000+

—5000-

—10000+

SRP-dependent cotranslational protein targeting

psf psb hcy folate vith12
Var2



Formation of a pool of free 40S subunits
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Formation of a pool of free 40S subunits

psf psb hcy folate vith12
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Position in rank
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Formation of a pool of free 40S subunits
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PKA-mediated phosphorylation of CREB
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PKA-mediated phosphorylation of CREB
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Position in rank

PKA-mediated phosphorylation of CREB
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Cap-dependent Translation Initiation
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Cap-dependent Translation Initiation
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Position in rank
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Cap-dependent Translation Initiation
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Eukaryotic Translation Initiation
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Eukaryotic Translation Initiation
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Position in rank

5000+

—5000-
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Eukaryotic Translation Initiation
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Eukaryotic Translation Termination

psf psb hcy folate vith12
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Eukaryotic Translation Termination
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Position in rank

5000+
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Eukaryotic Translation Termination
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Response of EIF2AK4 (GCN2) to amino acid deficiency

psf psb hcy folate vith12
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Response of EIF2AK4 (GCN2) to amino acid deficiency

psf psb hcy folate vith12
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Position in rank

Response of EIF2AK4 (GCN2) to amino acid def

5000+

—5000-

—10000+

psf psb hcy folate vith12
Var2



Regulation of TP53 Activity through Methylation

psf psb hcy folate vith12
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Regulation of TP53 Activity through Methylation

psf psb hcy folate vith12
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Position in rank

Regulation of TP53 Activity through Methylation
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—5000-

—10000+

psf psb hcy folate vith12
Var2




Cellular responses to stress

psf psb hcy folate vith12

Corr: Corr: Corr: Corr:
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~2500 1
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Cellular responses to stress
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Position in rank
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Cellular responses to stress
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Metabolism of proteins
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psf psb hcy folate vith12
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Metabolism of proteins

psf psb hcy folate vith12
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Position in rank
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Metabolism of proteins
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Var2
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PLC beta mediated events

psf psb hcy folate vith12
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PLC beta mediated events
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Position in rank
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—5000-
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PLC beta mediated events

psf psb hcy
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Separation of Sister Chromatids
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Separation of Sister Chromatids

psf psb hcy folate vith12
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Position in rank
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Negative regulation of NMDA receptor-mediated neuronal transmission
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Negative regulation of NMDA receptor-mediated neuronal transmission
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Position in rank
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Negative regulation of NMDA receptor—-mediated

psf psb hcy folate vith12
Var2



Ca-dependent events

psf psb hcy folate vith12
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Ca-dependent events
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Position in rank
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Ca—-dependent events
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PKA activation

psf psb hcy folate vith12
2.01
1.51
10 Corr: Corr: Corr: Corr: =
UA 0
0.354 -0.568. 0.425 0.378 -
0.5
0.0
-25001 |
- Corr: Corr: Corr: -
750007 : 0.307 0.580. -0.245  |©
=7500 1 1 I
|
-10000 L
|
5000 '
Corr: z
-0.524 =
-2500 1
Corr: o)
QD
0.540 @
=
&

—750050082500 0-10060'50850062500 0 —2500 0 25005000 0

3000 6000

0 200@t00BO0BO00




PKA activation
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Position in rank
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Heparan sulfate/heparin (HS—GAG) metabolism
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Heparan sulfate/heparin (HS—GAG) metabolism

psf psb hcy folate vith12
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Position in rank
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—10000+

Heparan sulfate/heparin (HS—-GAG) metabolism

psf psb hcy folate vith12
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Signaling by GPCR
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Signaling by GPCR
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Position in rank
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Signaling by GPCR
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Defective CFTR causes cystic fibrosis
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Defective CFTR causes cystic fibrosis
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Position in rank

5000+
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—10000+

Defective CFTR causes cystic fibrosis

psf psb hcy folate
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