log2 foldchange

-10

Contl: Effect of KO in untr cells
5359 up, 5919 down 25248 detected

log2 basemean

15




—log10 pval

100 150 200 250 300

50

Contl: Effect of KO in untr cells
11278 @5%FDR, 5359 up 5919 dn 25248 detected




—log10 pval

100 150 200 250 300

50

Contl: Effect of KO in untr cells

&
&L

11278 @5%FDR, 5359 up 5919 dn 25248 detected

N X Q
& @@W




Count

0 40 80

Color Key

-1 0 1
Row Z-Score

NIy -t

50 genes in Contl: Effect of KO in untr cells

L
]

KO ut C
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KO_ut_B
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CON_ut C

CON_ut_A

CON_ut_B

CON_ut D

ENSG00000115758.13 ODC1
ENSG00000166923.12 GREM1
ENSG00000164949.8 GEM
ENSG00000105825.14 TFPI2
ENSGO00000147854.17 UHRF2
ENSG00000140564.13 FURIN
ENSG00000164251.5 F2RL1
ENSG00000049192.15 ADAMTS6
ENSG00000196611.6 MMP1
ENSG00000172572.7 PDE3A
ENSG00000170961.7 HAS2
ENSG00000197632.9 SERPINB2
ENSG00000272405.1 AL365181.3
ENSG00000137880.6 GCHFR
ENSG00000166920.13 C150rf48
ENSG00000107551.21 RASSF4
ENSG00000154146.13 NRGN
ENSG00000138080.14 EMILIN1
ENSG00000163235.16 TGFA
ENSG00000188277.10 C150rf62
ENSG00000081248.12 CACNA1S
ENSG00000116016.14 EPAS1
ENSG00000196562.14 SULF2
ENSG00000013588.9 GPRC5A
ENSG00000158270.12 COLEC12



Count

0 40 80

Colpr Key
50 genes in Contl: Effect of KO in untr cells

-1 0 1
Row Z-Score

L
]

SERPINB2
MMP10
AL365181.3
DEPP1
GCHFR
CEBPD
C150rf48

ANGPTL4
RASSF4

NIy -t

COLEC12

KO_ut_C
KO _ut D
KO_ut_B
KO_ut_A
CON_ut_ C
CON_ut_A
CON_ut_B
CON_ut D



