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ENSG00000135046.14 ANXA1
ENSG00000099937.11 SERPIND1
ENSG00000125148.7 MT2A
ENSG00000221869.5 CEBPD
ENSG00000113083.15 LOX
ENSG00000135245.10 HILPDA
ENSG00000125571.9 IL37
ENSG00000116016.14 EPAS1
ENSG00000101187.16 SLCO4A1
ENSG00000090339.9 ICAM1
ENSG00000168528.12 SERINC2
ENSG00000101680.15 LAMA1
ENSG00000122861.16 PLAU
ENSG00000172927.8 MYEOV
ENSG00000166920.13 C150rf48
ENSGO00000167772.12 ANGPTL4
ENSG00000164400.6 CSF2
ENSG00000151062.15 CACNA2D4
ENSG00000146197.9 SCUBE3
ENSG00000154065.17 ANKRD29
ENSG00000213658.12 LAT
ENSG00000184254.17 ALDH1A3
ENSG00000100985.7 MMP9
ENSGO00000143127.13 ITGA10
ENSG00000113361.13 CDH6
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