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Colpr Key
50 genes in Cont3: Effect of drug in WT cells
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ENSG00000122884.12 P4HAL
ENSG00000102024.18 PLS3
ENSG00000113161.17 HMGCR
ENSG00000112473.18 SLC39A7
ENSG00000124762.14 CDKN1A
ENSG00000116285.13 ERRFI1
ENSG00000175352.11 NRIP3
ENSG00000115758.13 ODC1
ENSG00000179820.16 MYADM
ENSG00000106366.9 SERPINEL
ENSG00000148248.14 SURF4
ENSG00000141458.13 NPC1
ENSG00000186480.13 INSIG1
ENSG00000150961.15 SEC24D

ENSG00000128590.5 DNAJB9
ENSG00000125845.7 BMP2
ENSG00000259207.9 ITGB3
ENSG00000184254.17 ALDH1A3
ENSG00000164484.12 TMEM200A
ENSG00000131016.17 AKAP12
ENSG00000166670.10 MMP10
ENSG00000147202.18 DIAPH2
ENSG00000250138.4 AC139495.2

ENSG00000108821.14 COL1A1
ENSG00000229833.10 PET100
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