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COLEC12
MKNK2
GPRC5A
ZCCHC24
SULF2
MOB3A
EPAS1
SERINC2
CACNA1S
MYEOV
C15orf62
CYGB
TGFA
ICAM1
EMILIN1
SDK1
NRGN
CHST15
RASSF4
ANGPTL4
C15orf48
CEBPD
GCHFR
DEPP1
AL365181.3
MMP10
SERPINB2
ALDH1A3
HAS2
CDH6
PDE3A
IRF4
MMP1
BCL2A1
ADAMTS6
FAM222A
F2RL1
CLMP
FURIN
MMP9
UHRF2
SCUBE3
TFPI2
BCL11B
GEM
IL1B
GREM1
TMEM159
ODC1
LAT

Top ranked 50 genes in Cont1: Effect of KO in untr cells
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