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T41 mutants of beta—catenin aren't phosphorylated

Signaling by GSK3beta mutants

Signaling by CTNNB1 phospho-site mutants
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ERKs are inactivated
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CLECTA (Dectin—-1) induces NFAT activation

Top 10 genesets

RAAAAAAAAL

—-10000

I I I
0 5000

differential gene rank

I
15000



T41 mutants of beta—catenin aren't phosphorylated

Signaling by GSK3beta mutants

Signaling by CTNNB1 phospho-site mutants

S45 mutants of beta—catenin aren't phosphorylated

S37 mutants of beta—catenin aren't phosphorylated

S33 mutants of beta—catenin aren't phosphorylated

ERKs are inactivated

Cohesin Loading onto Chromatin

Establishment of Sister Chromatid Cohesion

CLECT7A (Dectin—1) induces NFAT activation

Top 10 genesets

VTTYRTTEYY

—-10000

I I I
0 5000

differential gene rank

I
15000



Signaling by Hippo

T41 mutants of beta—catenin aren't phosphorylated

Signaling by GSK3beta mutants

Signaling by CTNNB1 phospho-site mutants

S45 mutants of beta—catenin aren't phosphorylated

S37 mutants of beta—catenin aren't phosphorylated

S33 mutants of beta—catenin aren't phosphorylated

Laminin interactions

Cohesin Loading onto Chromatin

CLECTYA (Dectin—-1) induces NFAT activation

Top 10 genesets

—-10000

0 5000

differential gene rank

15000



Signaling by Hippo

T41 mutants of beta—catenin aren't phosphorylated

Signaling by GSK3beta mutants

Signaling by CTNNB1 phospho-site mutants

S45 mutants of beta—catenin aren't phosphorylated

S37 mutants of beta—catenin aren't phosphorylated

S33 mutants of beta—catenin aren't phosphorylated

Laminin interactions

Cohesin Loading onto Chromatin

CLECT7A (Dectin—1) induces NFAT activation

Top 10 genesets

—-10000

0 5000

differential gene rank

15000



