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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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G2/M DNA replication checkpoint
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G2/M DNA replication checkpoint
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Response to metal ions
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Response to metal ions

crp_eos_adj

crp_podl_adj

dex_eos_adj

dex_pod1_adj

04

Corr:
0.417

Corr:
-0.918**

Corr:
-0.258

[pe soa dio

10000 ~

5000

-5000 1

—10000 -

Corr:
-0.216

Corr:
0.035

[pe Tpod dio

10000 A

5000

—-5000

—10000 -

Corr:
0.534

S0 Xxap

fpe

10000 -

5000 -~

0+

-5000 1

—10000 -

[pe"Tpod xep

-1

00085000

500010006-100065000

0 500010006100065000 0 500010000

—-8000 -6000 -4000




Position in rank

Response to metal ions

10000+

5000+

—50001

—10000-

crp_ebs_adj crp_pddl_adj

dex_ebs_adj

contrast

dex_podl_ad]




CD163 mediating an anti—-inflammatory response
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CD163 mediating an anti—-inflammatory response
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Formation of a pool of free 40S subunits
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Formation of a pool of free 40S subunits
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Formation of a pool of free 40S subunits

10000+

5000+

Position in rank

—50001

—10000-

Crp_ebs_adj Crp_pddl_adj dex_ebs_adj dex_pddl_adj
contrast




Peptide chain elongation
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Peptide chain elongation
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Formation of xylulose-5-phosphate
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Eukaryotic Translation Elongation
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Eukaryotic Translation Elongation
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Eukaryotic Translation Elongation
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Interleukin—21 signaling
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Interleukin—21 signaling
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Viral mMRNA Translation
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Viral mMRNA Translation
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Viral mRNA Translation
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SARS-CoV-1 modulates host translation machinery
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SARS-CoV-1 modulates host translation machinery
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GTP hydrolysis and joining of the 60S ribosomal subunit
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RUNX1 regulates transcription of genes involved in BCR signaling
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Activation of the mRNA upon binding of the cap—binding complex and elFs, and ¢
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FASTK family proteins regulate processing and stability of mitochondrial RNAs
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Ribosomal scanning and start codon recognition
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Tandem pore domain potassium channels
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Tandem pore domain potassium channels
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Mitochondrial translation initiation
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MET activates PI3K/AKT signaling
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Negative regulation of TCF-dependent signaling by WNT ligand antagonists
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Mitochondrial translation termination
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Mitochondrial translation termination
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