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Scatterplot of all genes




Rank-rank plot of all genes
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Scatterplot of all gene sets; FDR<0.05 in red
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Scatterplot of all gene sets; top 15 in red
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Activation—of-kainate—-receptors—upon—glutamate—binding
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Chondroitin—sulfate/dermatan—sulfate—metabolism
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Platelet—degranulation
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Platelet—degranulation
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Mitochondrial-biogenesis
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Response-to—elevated—platelet—cytosolic—-Ca2+
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Chaperone—Mediated—Autophagy
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Chaperone—Mediated—Autophagy
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Protein—localization
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Protein—localization
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Platelet—activation,—signaling—and—aggregation
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Neddylation
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Macroautophagy

: 1.4e-08
1.0e-08
2000 —
O
(a2
©
g 8.0e-09
= o .
(@]
£
X 6.0e-09
C
©
x
-2000 —
4.0e-09
1
-4000 — |
1 2.0e-09
|
|
|
~6000 - | | 7 | | 0.0e+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Macroautophagy
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Hemostasis
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Chromatin—modifying—enzymes
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Chromatin—organization
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