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Scatterplot of all gene sets; top 50 in red

|
® )
[ ] ‘ o
|
|
()
[ ® (*) ® | ) °
® ®o 0 oog:o ;
o
® N o ! o
o ©e > . |©@D§) @ ®
o ® |
.)Q?%O e N * & o °
@ '®) N OCP @ ®
(@) @ 0 ,\ %.O
® O OOOO S @3 ®
@ @
0o ® '3 ° Oo ® o
L - _2 % le & " el o- 92 _ _ ____
> Pom b s® 0g o3
@) ® o0 @
%gg 1 - 8®e®0 0 ©
ee@ L 1 o) 5)
() O@@ O(O@. @@ 80@ ©
o, 0, RSN 2 uette o T
® ® o 8@00 0™, 280 ® o°
o® o 2° 100 o o o f
o o & @® 1o O o e © °
° ® 7@ 0 ® o °
° ° &, oo'o%o
% o." @
° o ®
% °
| | T | |
-0.4 -0.2 0.0 0.2 0.4

s.ab




Count

-0.6

Color Key

-0.2 0.2 0.6
Value

LA

O
[a2]
©

ab

Voltage—gated—Potassium—channels

Pyruvate-metabolism
Pyruvate—metabolism-and-Citric—-Acid—(TCA)-cycle
PI-3K-cascade:FGFR4
Regulation-of-pyruvate—dehydrogenase—(PDH)—-complex
Branched-chain—amino—acid—catabolism

Interleukin—7-signaling

Prolactin-receptor—signaling
G-protein—gated—Potassium—-channels
Inhibition——of-voltage—gated—Ca2+-channels—via-Gbeta/gamma-subunits
Presynaptic—function—of-Kainate-receptors

G-protein—activation
Synthesis—of-Prostaglandins—(PG)—-and-Thromboxanes—(TX)
G-beta:gamma-signalling-through-BTK
G-beta:gamma-signalling-through—-CDC42
Signaling—by—-NOTCH1-HD-Domain—Mutants—in—Cancer
Scavenging-by-Class-A—Receptors
Collagen—chain-trimerization
SRP-dependent-cotranslational-protein—targeting—to—-membrane
Formation-of-a—pool-of-free—40S-subunits
Selenoamino—-acid—-metabolism
Nonsense-Mediated—Decay—-(NMD)-independent-of-the—Exon-Junction-Comg
Eukaryotic-Translation—Termination

Peptide—chain-elongation

Viral-mRNA-Translation



—log(p.adjustMANQOVA) (significance)

35

30

25

20

15

10

effect size versus statistical significance

s.dist (effect size)

0.7




Pl-3K-cascade:FGFR2

4000 2.0e—-08
2000
g 1.5e-08
©
17}
©
o
= !
= ; 1.0e—08
< |
4 |
-2000 — )
[}
[}
[}
—-4000 — : 5.0e-09
[}
[}
[}
[}
—6000 — I I 1 I I
—-6000 -4000 —-2000 0 2000 4000

Rank in contrast ab



Pl-3K-cascade:FGFR2

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Pl-3K—-cascade:FGFR2

6000

3000+

—3000+

—60001

ab
Var2

d36




Pl-3K-cascade:FGFR4

4000 2.0e—-08
2000
g 1.5e-08
©
17}
©
o
= !
= ; 1.0e—08
< |
4 |
-2000 — )
[}
[}
[}
—-4000 — : 5.0e-09
[}
[}
[}
[}
—6000 — I I 1 I I
—-6000 -4000 —-2000 0 2000 4000

Rank in contrast ab



Pl-3K-cascade:FGFR4

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Pl-3K-cascade:FGFR4

6000

3000+

—3000+

—60001

ab
Var2

d36




Regulation—of-pyruvate—dehydrogenase—(PDH)—-complex

4e—-08
4000
3e-08
2000
O
(a2
o
%)
©
o 2e-08
£ !
4 |
C
© |
o |
-2000 — )
|
|
| 1e-08
|
-4000 — [
|
|
|
|
-6000 I I | T I I 0e+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Regulation—of-pyruvate—dehydrogenase—(PDH)—-complex

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Regulation—of-pyruvate—dehydrogenase—(PDH)-

ab d36
Var2



Biotin—-transport—and—metabolism

. 3.0e-08
4000 2.5e-08
2000 2.0e-08
(o]
o
©
17
©
& O , 1.5e-08
o
= |
4 [}
] |
@ |
—2000 — I 1.0e-08
[}
[}
[}
[}
-4000 I — 5.0e-09
[}
[}
[}
[}
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Biotin—transport—and—metabolism

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Biotin—transport—and—metabolism

6000

3000+

—3000+

—60001

ab
Var2

d36




Peptide—chain—elongation

;
|
: 5e-08
4000 — |
|
|
|
| 4e-08
2000 — !
© |
™ |
2 |
@ |
= ' 3e-08
c o
S |
£ !
4 |
] I
o —
2000 — : 2e—-08
|
|
|
—-4000 — 1le-08
|
|
-6000 I I | T I I 0Oe+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Peptide—chain—elongation

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Peptide—chain—elongation

6000

3000+

—3000+

—60001

ab
Var2

d36




Branched—-chain—amino—acid—catabolism

5e-08
4000 —
| -
| 4e-08
2000 — !
© |
™ |
S
g :
= 3e-08
c 0 +----SE_ _ _ ) _ L ____-_--
S I
£ !
4 |
c
© |
x —
2000 — : 2e—-08
|
|
|
|
—-4000 — | 1le-08
|
|
|
|
-6000 I I | T I I 0Oe+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Branched—-chain—amino—acid—catabolism

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Branched—-chain—amino—acid—catabolism

6000

3000+

—3000+

—60001

ab d36
Var2




Citric—acid—cycle—(TCA-cycle)

4e-08
4000
2000
© 3e-08
™
o
7]
©
(&S]
£ !
2 | 2e-08
C
< [}
@ |
-2000 — |
|
|
: 1e-08
-4000 — |
|
|
|
|
-6000 I I | T I I 0Oe+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Citric—acid—cycle—(TCA-cycle)

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Citric-acid—cycle—(TCA-cycle)

6000

3000+

—3000+

—60001

ab
Var2

d36




Carnitine—metabolism

2.0e-08

4000
2000
© 1.5e-08
o
©
177
©
o
I= '
' : 1.0e-08
c
< [}
g |
~2000 — :

[}

[}

: 5.0e—09
—4000 — |

[}

[}

[}

[}
~6000 —; | | | | | 0.0e+00

-6000 -4000  —2000 0 2000 4000

Rank in contrast ab



Carnitine—metabolism

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Carnitine—metabolism

6000

3000+

—3000+

—60001

ab

Var2

d36




Viral-mRNA-Translation

;
|
: 5e-08
4000 — |
|
|
|
| 4e-08
2000 — !
© |
™ |
2 |
@ |
= ' 3e-08
c o
Q |
O
£ !
4 |
] I
o —
2000 — : 2e—-08
|
|
|
—-4000 — 1le-08
|
|
-6000 I I | T I I 0Oe+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Viral-mRNA-Translation

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

6000

3000+

—3000+

—60001

Viral-mRNA-Translation

ab
Var2

d36




Eukaryotic—-Translation—Elongation

v 5e-08
[}
[}
[}
[}
4000 — |
: 4e-08
[}
[}
2000 '
(-L% [}
o : 3e-08
0
© |
e
(&S]
= !
X [}
% ] 26—08
04 |
-2000 — )
[}
[}
|
1le-08
-4000 —
(,
[}
-6000 I I | T I I 0Oe+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Eukaryotic—-Translation—Elongation

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Eukaryotic—Translation—Elongation

6000

3000+

—3000+

—60001

ab d36
Var2




Eukaryotic—Translation—Termination

: 5e-08
[}
[}
4000 — |
[}
: 4e-08
[}
2000 — !
© [}
32 |
2 ' 3e-08
© |
R e
(&S]
£ !
_\é [}
[} -
Lctts : 2e—08
~2000 ,
[}
[}
|
~4000 ‘ 1e-08
| ,
[}
-6000 I I | T I I 0Oe+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Eukaryotic—Translation—Termination

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Eukaryotic—Translation—Termination

6000

3000+

—3000+

—60001

ab d36
Var2




Response-of-EIF2AK4—-(GCN2)-to—amino—acid—deficiency

|
[}
[}
[}
4000 — | 4e—-08
[}
[}
[}
[}
2000 — |
[}
A : 3e-08
o)
7) '
< |
S 0—--------------:— -------------
O
£ !
x ! 2e—08
© |
o |
-2000 — I
[}
[}
|
1le-08
-4000 —
|
[}
-6000 I I | T I I 0Oe+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Response—-of-EIF2AK4—-(GCN2)-to—amino—acid—deficiency

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Response—of-EIF2AK4-(GCN2)-to—amino—acid-

ab d36
Var2



Selenocysteine—synthesis

T 5e-08
|
|
|
|
4000 — [
: 4e-08
|
|
2000 — [
© 1
™ [
E ' 3e-08
1]
© [
T
o
£ !
4 |
% | 2e-08
04 |
-2000 — )
|
|
|
- 1le-08
-4000 —
|
|
-6000 I I | T I I 0e+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Selenocysteine—synthesis

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Selenocysteine—synthesis

6000

3000+

—3000+

—60001

ab
Var2

d36




Viediated—Decay—(NMD)—-independent—of-the—Exon-Junction—-Ci

[}
: 5e-08
[}
4000 I
[}
[}
[ 4e-08
[}
2000 — !
© !
™ [}
° I
S . 3e-08
S o—--------------:- -------------
o
= !
_\é [}
[}
s : 2e-08
—-2000 — |
]
[}
|
—4000 — 1e-08
|
[}
-6000 I I | T I I 0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



ense—Mediated—Decay—(NMD)—-independent-of-the—Exon—-Junction—Complex—(

4000 6000

2000

Rank in contrast d36
0
|

|
|
|
o |
S | I
B |
|
| .
o |
S | |
<I,. @ 0 - .
|
|
o |
S
S — |
©
| !
I I I I I I I
—6000 —-4000 —-2000 0 2000 4000 6000

Rank in contrast ab



Position in rank

Nonsense—Mediated—Decay—(NMD)-independen

6000

3000+

—3000+

—60001

ab d36
Var2



4000

2000

Rank in contrast d36
o

—-2000

-4000

-6000

Physiological-factors

I
—-6000

I
—-4000

I
—-2000

I
2000

Rank in contrast ab

I
4000

1.5e-08

1.0e-08

5.0e-09

0.0e+00



Physiological-factors

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Physiological-factors

6000

3000+

—3000+

—60001

ab

Var2

d36




Pyruvate—metabolism—and-Citric—Acid—(TCA)—-cycle

3.0e-08
4000
2.5e-08
2000
3 2.0e-08
©
7
g
g |
= : 1.5e-08
X |
& |
x |
~2000 :
: 1.0e-08
|
|
|
~4000 7 ! — 5.0e-09
|
|
|
|
~6000 — | | 7 | | 0.0e+00
-6000  —-4000  -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Pyruvate—metabolism—and-Citric—Acid—(TCA)-cycle

I
-6000

I I
—-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

Pyruvate—metabolism—-and-Citric-Acid—(TCA)—c\

6000

3000+

—3000+

—60001

ab d36
Var2



Pl-3K-cascade:FGFR3

1.5e-08
4000
2000
O
3
= 1.0e-08
(%]
®©
s O ,
(@]
£ !
4 |
C
@ |
x |
22000 :
n 5.0e-09
|
|
|
-4000 — [
|
|
|
|
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Pl-3K-cascade:FGFR3

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Pl-3K-cascade:FGFR3

6000

3000+

—3000+

—60001

ab
Var2

d36




Constitutive—-Signaling—by—-NOTCH1-HD-Domain—Mutants

i
|
|
|
4000 — ' 2.0e-08
|
|
|
|
2000 '
|
3 : 1.5e-08
©
7 |
@ I
S 0 THEEEEEEEE L - - - - - - - - - - - -
o
£ '
< : 1.0e-08
a |
e |
-2000 :
|
|
|
. 5.0e—-09
~4000 |
|
|
|
|
-6000 1 i i 0.0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Constitutive—-Signaling—by—NOTCH1-HD-Domain—Mutants

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Constitutive—Signaling—by—NOTCH1-HD-Domait

ab d36
Var2



Signaling—by-NOTCH1-HD-Domain—-Mutants—in—Cancer

i
|
|
|
4000 — ' 2.0e-08
|
|
|
|
2000 '
|
3 : 1.5e-08
©
7 |
@ I
S 0 THEEEEEEEE L - - - - - - - - - - - -
o
£ '
< : 1.0e-08
a |
e |
-2000 :
|
|
|
. 5.0e—-09
~4000 |
|
|
|
|
-6000 1 i i 0.0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Signaling—by-NOTCH1-HD-Domain—-Mutants—in—Cancer

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Signaling—by—-NOTCH1-HD-Domain—Mutants—in

ab d36
Var2



Pl-3K-cascade:FGFR1

1.4e-08
4000 1.2e-08
2000 1.0e-08
(o]
o
©
17
©
s O 8.0e—09
o
= |
4 ]
c
] ]
o |
—2000 — I 6.0e—09
[}
[}
[}
[}
-4000 I 4.0e—09
[}
[}
[}
[}
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Pl-3K-cascade:FGFR1

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Pl-3K-cascade:FGFR1

6000

3000+

—3000+

—60001

ab
Var2

d36




Prolactin—-receptor-signaling

- | 3.0e-08
N |
|
|
|
4000 — ' 2.5e-08
|
2000 — 2.0e-08
(o]
o™ |
©
7) |
© !
5 0—--------------:- ------------- 1.5e-08
o
= !
4 [}
c
< [}
@ |
—2000 — I 1.0e-08
[}
[}
[}
[}
-4000 I — 5.0e-09
[}
[}
[}
[}
-6000 —4000 —2000 0 2000 4000

Rank in contrast ab



Prolactin—-receptor-signaling

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Prolactin—-receptor—signaling

6000

3000+

—3000+

—60001

ab
Var2

d36




eNOS-activation

4000

2000
©
™
X
7]
g
S 0
3]
=
X
c
©
e

—-2000

-4000

—6000 — I I | I I

-6000 -4000 -2000 0 2000 4000

Rank in contrast ab

2.0e—08

1.5e-08

1.0e-08

5.0e-09

0.0e+00



eNOS-activation

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

eNOS—-activation

6000

3000+

—3000+

—60001

ab

Var2

d36




CS/DS-degradation

4000

2000
©
™
o]
7]
g
S 0
3]
=
X
c
©
e

—-2000

-4000

-6000 -4000 -2000 2000 4000

Rank in contrast ab

2.0e-08

1.5e-08

1.0e-08

5.0e-09



CS/DS-degradation

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

CS/DS-degradation

6000

3000+

—3000+

—60001

ab

Var2

d36




Formation—of—-a—pool-of-free-40S—subunits

i
[}
[}
[ 4e-08
4000 — |
[}
[}
[}
[}
2000 — '
© | 3e-08
™ [}
©
4(7) [}
@ !
S o—---—-—--------:- -------------
o
[}
£ : 2e-08
c
@ [}
o |
~2000 :
[}
[}
1e-08
~4000 |
[}
-6000 I I | T I I 0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Formation—of—-a—pool-of-free-40S—subunits

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Formation—of—-a—pool-of-free-40S-subunits

6000

3000+

—3000+

—60001

ab d36
Var2




Voltage—gated—Potassium—-channels

1.2e-08
4000 —
1.0e-08
2000 —
A
° 8.0e-09
0
©
S 0 +---— "= — — — — — — — — — —
(&S]
£ 6.0e-09
X
[en
©
04 |
-2000 — |
| 4.0e-09
[}
[}
[}
-4000 — |
i 2.0e-09
[}
[}
[}
—-6000 — i I } I I 0.0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Voltage—gated—Potassium—-channels

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

6000

3000+

—3000+

—60001

Voltage—gated—Potassium—channels

ab d36
Var2




SRP-dependent—cotranslational-protein—targeting—to—membrar

T 4e-08
|
|
|
|
4000 — |
|
|
| 3e-08
|
2000 — |
© |
™ |
o
4(7) |
© |
§ 0T -------------i----o--o———- 2e-08
(&S]
£ !
4 |
C
< |
04 |
-2000 — |
|
: 1e-08
-4000 —
l
|
-6000 I I | T I I 0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

SRP-dependent—cotranslational-protein—targeting—to—membrane

I I I
—6000 —-4000 —-2000

I I I
2000 4000 6000

Rank in contrast ab



Position in rank

SRP-dependent—-cotranslational—protein—targetin

6000

3000+

—3000+

—60001

ab d36
Var2



G-beta:gamma-signalling—-through-BTK

[}
! 1.4e-08
[}
[}
4000 |
: 1.2e-08
]
]
2000 — ' 1.0e-08
(o]
o
©
2
= 8.0e—09
o) 0 1 " = = = 2= T 2. =
o
=
= 6.0e-09
]
o
~2000 —
]
| 4.0e-09
]
]
—4000 — |
| 2.0e-09
[}
[}
[}
~6000 —; | | 7 | | 0.0e+00
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



G-beta:gamma-signalling—-through-BTK

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

G—-beta:gamma-signalling—through—-BTK

6000

3000+

—3000+

—60001

ab d36
Var2




Activation—of-G—protein—gated—Potassium—channels

4000 —

2000 —

Rank in contrast d36
o
|
1
]
]
]
[}
]
[}
[}
[}
|
|
|
|
|
I

—2000 —

~6000 | |

I
I
I
I
I
I
I
I
I
I
-4000 I
I
I
I
I
]
I
0

-6000 -4000 -2000

2000 4000

Rank in contrast ab

1.2e-08

1.0e-08

8.0e-09

6.0e-09

4.0e-09

2.0e-09

0.0e+00



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Activation—of-G—protein—gated—Potassium—-channels

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Activation—of—G—-protein—gated—Potassium—-chan

ab d36
Var2



G-protein—gated—Potassium—-channels

4000 —

2000 —

Rank in contrast d36
o
|
1
]
]
]
[}
]
[}
[}
[}
|
|
|
|
|
I

—2000 —

~6000 | |

I
I
I
I
I
I
I
I
I
I
-4000 I
I
I
I
I
]
I
0

-6000 -4000 -2000

2000 4000

Rank in contrast ab

1.2e-08

1.0e-08

8.0e-09

6.0e-09

4.0e-09

2.0e-09

0.0e+00



G-protein—gated—Potassium—-channels

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

G—protein—gated—Potassium—-channels

6000

3000+

—3000+

—60001

ab d36
Var2




ition——of-voltage—gated—Ca2+-channels—via—Gbeta/gamma-su

4000 —

2000 —

Rank in contrast d36
o
|
1
]
]
]
[}
]
[}
[}
[}
|
|
|
|
|
I

—2000 —

~6000 | |

I
I
I
I
I
I
I
I
I
I
-4000 I
I
I
I
I
]
I
0

-6000 -4000 -2000

2000 4000

Rank in contrast ab

1.2e-08

1.0e-08

8.0e-09

6.0e-09

4.0e-09

2.0e-09

0.0e+00



Rank in contrast d36

Inhibition——of-voltage—gated—Ca2+-channels-via—-Gbeta/gamma-subunits

2000 4000 6000

0
|

—-2000
I

-4000
I

-6000
I

I I I
—6000 —-4000 —-2000

I I I
2000 4000 6000

Rank in contrast ab



Position in rank

Inhibition——of-voltage—gated—Ca2+-channels—vi

6000

3000+

—3000+

—60001

ab d36
Var2



Acyl-chain—-remodelling—of-PE

1.2e-08
4000
1.0e-08
2000
(o]
@ 8.0e-09
7)
©
(&S]
c | 6.0e-09
X [}
[en
IS |
x |
-2000 — I
| 4.0e-09
[}
[}
[}
-4000 — |
| 2.0e-09
[}
[}
[}
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Acyl-chain—-remodelling—of-PE

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

6000

3000+

—3000+

—60001

Acyl-chain—-remodelling—of-PE

ab
Var2

d36




G—protein—activation

[}
! 1.4e-08
[}
[}
4000 — |
: 1.2e-08
I
I
2000 — : 1.0e-08
© I
] I
©
a
‘E’ 8.0e-09
o) 0 T T T TS T
o
£
= 6.0e-09
IS
04
-2000 —
| 4.0e-09
I
I
-4000 — |
| 2.0e-09
[}
[}
[}
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



G—protein—activation

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

G—protein—activation

6000

3000+

—3000+

—60001

ab

Var2

d36




4000

2000

Rank in contrast d36
o

—-2000

-4000

-6000

Pyruvate—metabolism

I
—-6000

I
—-4000

I
—-2000

I
2000

Rank in contrast ab

I
4000

2.0e—08

1.5e-08

1.0e-08

5.0e-09

0.0e+00



Pyruvate—metabolism

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Pyruvate—metabolism

6000

3000+

—3000+

—60001

ab

Var2

d36




Collagen—chain—trimerization

2.0e—-08
4000 —
1.5e-08
2000 —
©
%)
o
1%
©
S 0 T2 e
O 1.0e-08
£
h'4
C
S
o
-2000 — :
5.0e-09
-4000 —
—-6000 — I I f I I 0.0e+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Collagen—chain—trimerization

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Collagen—chain-trimerization

6000

3000+

—3000+

—60001

ab
Var2

d36




ADP-signalling—through—-P2Y—-purinoceptor-12

|
|
|
| 1le-08
4000 — [
|
|
|
|
2000 — i 8e-09
(o]
™
go]
17
©
g 0 &+ - - - == 6e-09
O
£
i~
c
&
—2000 — 4e-09
-4000 — | 2e-09
|
|
|
|
-6000 I I | T I I 0e+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

ADP-signalling—through—-P2Y-purinoceptor-12

I
-6000

I I
—-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

ADP-signalling—through—P2Y-purinoceptor—12

ab d36
Var2




wrombin-signalling—through—proteinase—activated—-receptors—(PA

[}
| 1.5e-08
[}
[}
4000 — |
|
|
|
|
2000 — |
|
o™ | 1.0e-08
©
1%
©
E 0f------------~88B=_________
o
=
4
c
©
04
-2000 —
5.0e-09
-4000 —
|
|
-6000 -4000 —-2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

Thrombin-signalling—through—proteinase—activated—-receptors—(PARS)

2000 4000 6000

0
|

—-2000
I

-4000
I

-6000
I

I I I
—6000 —-4000 —-2000

I I I
2000 4000 6000

Rank in contrast ab



Position in rank

Thrombin-signalling—through—proteinase—activats

6000

3000+

—3000+

—60001

ab d36
Var2



Interleukin—7-signaling

1.5e-08
4000
2000
o™ 1.0e-08
©
17}
©
o
f= !
4 [}
c
© |
o I
-2000 — |
: 5.0e-09
|
|
|
-4000 — |
|
|
|
|
-6000 -4000 —-2000 0 2000 4000

Rank in contrast ab



Interleukin—7-signaling

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Interleukin—7-signaling

6000

3000+

—3000+

—60001

ab
Var2

d36




Selenoamino—acid—metabolism

. 4e-08
|
|
|
|
4000 — |
|
|
| 3e-08
|
2000 — |
© |
8] |
o
= |
© |
5 0_""""""":' """"""" 2e-08
(&S]
£ !
X~ |
C
IS |
o |
-2000 — |
|
: 1e-08
-4000 —
1
|
-6000 I I | T I I 0Oe+00
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Selenoamino—acid—metabolism

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Selenoamino—acid—metabolism

6000

3000+

—3000+

—60001

ab
Var2

d36




G-beta:gamma-signalling—through—-CDC42

I I
2000 4000

. 1.4e-08
[}
[}
[}
4000 — : 1.2e-08
]
[}
[}
! 1.0e-08
2000 — I
© ]
o
©
S 8.0e-09
& 0—T-=-=--=---
o
=
= 6.0e—-09
]
o
-2000 ;
]
! 4.0e—09
]
]
-4000 I
]
: 2.0e-09
]
]
0

-6000 -4000 -2000

Rank in contrast ab



G-beta:gamma-signalling—through—-CDC42

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

6000

3000+

—3000+

—60001

G—-beta:gamma-signalling—through—CDCA42

ab d36
Var2




G-beta:gamma-signalling—through—-PLC-beta

4000

2000
©
™
o]
7]
g
S 0
3]
=
X
c
©
e

—-2000

-4000

I I
2000 4000

-6000 -4000 -2000

Rank in contrast ab

1.5e-08

1.0e-08

5.0e-09

0.0e+00



G-beta:gamma-signalling—through—-PLC-beta

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

G—-beta:gamma-signalling—through—PLC-beta

6000

3000+

—3000+

—60001

ab d36
Var2




Presynaptic—function—of-Kainate—receptors

4000

2000
©
™
o]
7]
g
S 0
3]
=
X
c
©
e

—-2000

-4000

I I
2000 4000

-6000 -4000 -2000

Rank in contrast ab

1.5e-08

1.0e-08

5.0e-09

0.0e+00



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Presynaptic—function—of-Kainate—receptors

I
-6000

I I
—-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

Presynaptic—function—of-Kainate—-receptors

6000

3000+

—3000+

—60001

ab d36
Var2




Basigin—interactions

' 1.4e-08
|
|
|
|
4000 — I
| 1.2e-08
|
|
|
2000 !
° | 1.0e-08
™ |
o
7 |
< |
= 0 &+ - - - -SSR _ _ L _ _ _ _ _ _ _ S
3 ! 8.0e-09
£ '
X |
c
< |
o I
2000 :
: 6.0e—09
|
|
|
-4000 !
! 4.0e-09
|
|
|
—6000 — | | T | |
-6000 -4000  -2000 0 2000 4000

Rank in contrast ab



Basigin—interactions

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Basigin—interactions

6000

3000+

—3000+

—60001

ab

Var2

d36




Synthesis—of-Prostaglandins—(PG)—and-Thromboxanes—(TX)

[}
' 1.46-08
[}
[}
4000 — [
: 1.2e-08
]
]
2000 - !
© : 1.0e-08
o
©
0
© ,
E g b---o--ooon | | 8.0e-09
o
I=
X
c
s 6.0e-09
-2000 —
4.0e-09
]
-4000 — |
]
| 2.0e-09
[}
[}
—6000 — I I 1 I I
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Synthesis—of-Prostaglandins—(PG)—and-Thromboxanes—(TX)

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

6000

3000+

—3000+

—60001

Synthesis—of-Prostaglandins—(PG)—and—Thromb

ab d36
Var2



Interferon—alpha/beta-signaling

[}
[ 1.5e-08
[}
[}
4000 — |
[}
[}
[}
[}
2000 — |
[}
™ | 1.0e-08
©
..(7.) [}
© !
c A o o o e D D o oo - - - L _ 4 /S _
g .
= |
4 ]
] I
o
~2000
5.0e—09
~4000
]
]
~6000 . S 1 | | 0.0e+00
-6000 -4000  —2000 0 2000 4000

Rank in contrast ab



Interferon—alpha/beta-signaling

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Interferon—alpha/beta—signaling

6000

3000+

—3000+

—60001

ab
Var2

d36




Metabolism—-of-nitric—oxide:—eNOS-activation—and-regulation

1.5e-08
4000
2000 —
™ 1.0e-08
©
%
©
s O0-—T-
o
=
X
c
]
o
~2000
5.0e—09
~4000
~6000 - | | | | | 0.0e+00
-6000 -4000  -2000 0 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Metabolism-of-nitric—oxide:—eNOS-activation—and-regulation

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

Metabolism—of—-nitric-oxide:—eNOS—-activation—al

6000

3000+

—3000+

—60001

ab d36
Var2



MECP2-regulates—neuronal-receptors—and—channels

|
|
; 1.2e-08
4000 — |
|
|
| 1.0e-08
2000 —
%
E 8.0e-09
1]
©
E o04-----------82
o
£ 6.0e-09
X
c
©
o
-2000 —
4.0e-09
|
|
-4000 — [
I 2.0e-09
|
|
|
0

-6000 -4000 -2000 2000 4000

Rank in contrast ab



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

MECP2-regulates—neuronal-receptors—and—channels

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

MECP2-regulates—neuronal-receptors—and—cha

6000

3000+

—3000+

—60001

ab d36
Var2



Caspase—mediated—cleavage—of—-cytoskeletal-proteins

4000

2000
©
™
o]
7]
g
S 0
3]
=
X
c
©
x

—-2000

-4000

—6000 — I I 1 I I

-6000 -4000 -2000 0 2000 4000

Rank in contrast ab

1.2e-08

1.0e-08

8.0e-09

6.0e-09

4.0e-09

2.0e-09



Rank in contrast d36

-4000 —-2000 0 2000 4000 6000

-6000

Caspase—mediated—cleavage—of—-cytoskeletal-proteins

I I I
—6000 —-4000 —-2000

I I
2000 4000

Rank in contrast ab

I
6000



Position in rank

Caspase—mediated—cleavage—of-cytoskeletal—pr

6000

3000+

—3000+

—60001

ab d36
Var2



Scavenging-by-Class—A—Receptors

: 3.0e-08
[}
[}
[}
[}
4000 — ! 2.5e-08
[}
[}
[}
[}
2000 — ! 2.0e-08
© I
™ [}
©
o |
© I
5 0 ' 1.5e-08
o
£
X
c
]
@
~2000 1.0e-08
]
~4000 . | — 5.0e—09
0 .
]
]
]
~6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Scavenging—-by-Class—A—Receptors

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab

_ _ _ _ _ _
0009 000v 000¢ 0 000¢- 000t— 0009-

9EP 1SLNUO0I Ul yuey



Position in rank

Scavenging—by—Class—A—-Receptors

6000

3000+

—3000+

—60001

ab d36
Var2




Peroxisomal—protein—import

4000
1.5e-08
2000
O
(a2
©
17}
o
= 0 . 1.0e-08
(@]
£ !
X I
C
@ |
x |
2000 :
|
! 5.0e-09
|
|
-4000 — |
|
|
|
|
-6000 -4000 -2000 0 2000 4000

Rank in contrast ab



Peroxisomal—protein—import

_
0009

_
000v

_ _
000¢ 0 000¢-

9EP 1SLNUO0I Ul yuey

_
000t—

_
0009-

—-4000 —-2000 0 2000 4000 6000

-6000

Rank in contrast ab



Position in rank

Peroxisomal—protein—import

6000

3000+

—3000+

—60001

ab
Var2

d36




-Mediated—Decay—(NMD)-enhanced-by-the—-Exon-Junction—-Co

3.0e-08
4000
2.5e-08
2000
(o]
o
2 2.0e-08
()]
©
S 0
o
= 1.5e—08
4
c
]
o
~2000
1.0e-08
~4000 L 5.0e—-09
]
~6000 - | | 7 | | 0.0e+00
-6000 -4000  -2000 0 2000 4000

Rank in contrast ab



sense—Mediated—Decay—(NMD)-enhanced—-by-the—Exon—-Junction—Complex—(E

4000 6000

2000

Rank in contrast d36
0
|

|
|
|
o |
S | I
B |
|
i .
o |
S | |
<|I- @ 0 - .
|
|
o |
o)
S — |
©
| !
I I I I I I I
—6000 -4000 —-2000 0 2000 4000 6000

Rank in contrast ab



Position in rank

Nonsense—Mediated—Decay—(NMD)—-enhanced-!

6000

3000+

—3000+

—60001

ab d36
Var2



