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Contour plot of all genes after ranking
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Scatterplot of all genessets; FDR<0.05 in red
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-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0O 5000 10000 -5000 O 5000




PS.lightreaction.photosystem.ll.PSll.polypeptide.subunits

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.603*** -0.020 0.434* w
10000 :
1
5000 - |
1
! Corr: Corr: a
0+ =-=-=-=-- L (o)
| -0.305. 0.544** <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: 3
I 1 -0.195 €9
1 1
-5000 A : :
1 1
~100001 ey : o
10000 - ! ! !
1 1 1
1 1 1
5000 - ! ! !
1 1 1
1 1 1 %
OF === == T T ST E e Iy S | ©
1 1 1 o1
1 1 1
-5000 A | I I
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T
-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0O 5000 10000 -5000 O 5000




Position in rank

PS.lightreaction.photosystem.ll.PSll.polypeptide.

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



PS.lightreaction.NADH.DH

del3 del5 der3 der5

Corr: Corr: Corr:
-0.211 0.558 0.374

04

€lop

100004 .

5000 |
Corr: Corr:
-0.817** -0.636.
~5000 -

—-10000 -

Slop

10000

5000

Corr:
0.399

—-5000 1

~10000

giop

10000 ~

5000

0+

—=5000 1

~10000 A -

giop

—-10006-5000 O 5000 106A00006-5000

O ————— === == ===

0

5000 100600006-5000 5000 10000 -5000 5000



PS.lightreaction.NADH.DH

del3

del5

der3

der5

04

Corr:
-0.211

Corr:
0.558

Corr:
0.374

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
-0.817**

Corr:

-0.636.

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.399

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ =—====+#

5000 10600006-5000

O+ === ==+

5000 100600006-5000

5000 10000 -5000

0

5000




Position in rank

PS.lightreaction.NADH.DH

10000+

5000+

—50001

—10000-

del3 del5
Var2

dér3

dér5




protein.synthesis.ribosomal.protein.eukaryotic.40S.subunit.S15A

—10006-5000

del3 del5 der3 der5

Corr: Corr: Corr: 2

0.232 0.038 0.796 &
10000 :
1
5000 - . 1
1

ool Corr: Corr: 2

i 0.874. -0.291 &
1
1
1
1
-10000 4 1
10000 .
1
1
5000 - l ;
1

0______+ ______ Corr: 2

. l - -0.552 @
~5000 - y |
1
-10000 :
10000 A :
1
5000 - :

| 5

O' ______ + -

L] ! a1
A ¥ 1
-5000 - '. 1
i i 1
= 1
-10000 4 I
0

5000 10600006-5000 0

5000 100000006-5000 O 5000 10000 -7500 -5000 -2500




protein.synthesis.ribosomal.protein.eukaryotic.40S.subunit.S15A

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.232 0.038 0.796 &
10000 :
1
5000 |
1
! Corr: Corr: o
O+-=-=-=-- e (o)
| 0.874. -0.291 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: g
1 1 —-0.552 €9
1 1
-5000 | i i
1 1
-10000 A : :
10000 ! ! !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
OF === == T T ) S E T ITRE Iy SO | ©
1 1 1 o1
1 1 1
-5000 | | | |
1 1 1
1 1 1
_10000 - T T I T T T T I T T T T I T T T T
-10006-5000 O 5000 106A0006-5000 O 5000 100600006-5000 O 5000 10000 -7500 -5000 -2500




Position in rank

protein.synthesis.ribosomal.protein.eukaryotic.4(

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



cell.wall.pectin.esterases.acetyl.esterase

del3 del5 der3 der5
3 -
Corr: o
(o)
0.339 &
10000 A
5000 -
Corr: o
(o)
0.330 <
-5000 |
-10000 A
10000
5000 -
Corr: o
@
0.837** €9
-5000 A
-10000 -
10000 -
5000 -
“ o
0+ :_ = - )
1 1
-5000 A ] I I
1 1 1
1 1 1 I
-10000 - ! . ; ! !
-10006-5000 0 5000 106A0006-5000 O 0

5000 100600006-5000

5000 1066000

0 5000 10000




cell.wall.pectin.esterases.acetyl.esterase

del3

del5

der3

der5

04

Corr:
0.566.

Corr:
0.598.

Corr:
0.339

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.249

Corr:
0.330

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.837**

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ =—====+#

5000 10600006-5000

O+ =—====+#

5000 100600006-5000

5000 1066000

0 5000 10000




Position in rank

cell.wall.pectin.esterases.acetyl.esterase

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




cell.wall.cell.wall.proteins. AGPs.AGP

del3 del5 der3

der5

7.5

5.0 - Corr: Corr:
0.675*** 0.503**

2.5+

0.0+

Corr:
0.587***

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.560***

Corr:
0.553***

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.800***

giop

10000 ~

5000

O+ =====

—=5000 1

giop

~100004,—,
~10006-5000

O+ —====¢
O+ —====¢

5000 10600006-5000 5000 100600006-5000

5000 106a0®0065000 O 500010000




cell.wall.cell.wall.proteins. AGPs.AGP

del3

del5 der3

der5

7.5

5.0

2.5+

0.0+

Corr: Corr:
0.675*** 0.503**

Corr:
0.587***

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.560***

Corr:
0.553***

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.800***

giop

10000 ~

5000

O+ =====

—=5000 1

giop

~100004,—
~10006-5000

O+ =—====+F

O+ =—====#

5000 10600006-5000 5000 100600006-5000

5000 106a0®0065000 O 500010000




Position in rank

cell.wall.cell.wall.proteins.AGPs.AGP

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




secondary.metabolism.flavonoids.isoflavones.isoflavone.reductase

del3

del5

der3

der5

2.0 1

1.51

1.0+

0.54

0.0+

Corr:
0.271

Corr:
0.053

Corr:
0.208

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.463

Corr:
0.475

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.739.

giop

10000 ~

5000

OTi=

—=5000 1

—-10000 -

giop

—10006-5000

o___-

5000 10600006-5000

O+ =—====#

5000 100600006-5000

5000 10660000 -5000

0 5000




secondary.metabolism.flavonoids.isoflavones.isoflavone.reductase

del3

del5

der3

der5

2.0 1

1.51

1.0+

0.54

0.0+

Corr:
0.271

Corr:
0.053

Corr:
0.208

€lop

10000 A

5000 -~

—-5000 1

—-10000 -
10000

Corr:
0.463

Corr:
0.475

Slop

5000

—-5000 1

—10000 -
10000 ~

5000

0+

—=5000 1

Corr:
0.739.

giop

—-10000 -

—10006-5000

giop

O+ =—====+#

5000 10600006-5000

O+ =—====+#

5000 100600006-5000

5000 10660000 -5000 O

5000




Position in rank

secondary.metabolism.flavonoids.isoflavones.iso

10000+

5000+

—50001

—10000+

del3 del5 der3 der5
Var2



hormone.metabolism.salicylic.acid.synthesis.degradation

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
0.294 0.110 0.473 &
Corr: a
(o)
-0.501 <
Corr: o
@
0.362 €8
&
0 1 a1
-50001 | I
1
-10000 4, : | |
0

—10006-5000

O ==

5000 10600006-5000 0

5000 100600006-5000

5000 10000 -5000 O

5000




hormone.metabolism.salicylic.acid.synthesis.degradation

del3

del5

der3

der5

04

Corr:
0.294

Corr:
0.110

Corr:
0.473

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.123

Corr:
-0.501

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.362

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+#

O+ === ==

5000 10600006-5000

5000 100600006-5000

5000 10000 -5000 O

5000




Position in rank

hormone.metabolism.salicylic.acid.synthesis.deg

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.W\

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
. -0.015 -0.382 0.575 &
0-
10000 :
1
5000 1
1
! Corr: Corr: o
0+ - -+ (o)
I 0.583 -0.575 <
1
-5000 | I
1
1
-10000 A 1
10000 I
1
5000 - :
1
1 o
Of-=-=-==7-----"- o
.. ! @
~5000 1 :
1
-10000 A :
10000 :
f 1
5000 | ! i
1 1
1 1 %
OF === == E T T T SO + ©
1 1 1 o1
1 1 1
-5000 | 1 I I
1 1 1
1 1 1
_10000- T T I T T T T I T T T T I T T T T T T T
-10006-5000 O 5000 106Q0006-5000 0O 5000 1006D0006-5000 O 5000 100800G00F00B00@00DH00AA 000




protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.W\

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
. -0.015 -0.382 0.575 &
0-
10000
5000
o
0 (o)
a1
-5000 |
-10000 A
10000
5000
0 &
»
-5000 |
-10000 -
10000
5000
&
OF === == T T ) S + ©
1 1 1 o1
1 1 1
-5000 | | | |
1 1 1
1 1 1
_10000- T T I T T T T I T T T T I T T T T
-10006-5000 O 5000 106Q0006-5000 0O 5000 1006D0006-5000 O 5000 100800G00F00B00@00DH00AA 000




Position in rank

10000+

5000+

—50001

—10000+

protein.synthesis.ribosome.biogenesis.Pre.rRNA

del3 del5 der3 der5
Var2



PS.lightreaction.cyclic.electron.flow.chlororespiration

del3 del5 der3 der5
2.0
1.5
Corr: Corr: Corr: 2
0.042 -0.626. -0.303 &
10000
5000
Corr: Corr: o
0 (o)
0.401 0.691* <
-5000 |
-10000 A
10000
5000
0 Corr: 2
0.594. e
-5000 |
-10000 -
10000
5000
&
0 A - a
1
-5000 | 1
1
i 1
-10000 4, : | | |
0

—-10006-5000 O 5000 10600006-5000 O

5000 100600006-5000

5000 10000-7500-5000-2500 O




PS.lightreaction.cyclic.electron.flow.chlororespiration

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.042

Corr:
-0.626.

Corr:
-0.303

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.401

Corr:
0.691*

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.594.

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—,
~10006-5000

O+ =—====+#

5000 10600006-5000

O+ === ==

5000 100600006-5000

5000 10000-7500-5000-2500 O




Position in rank

PS.lightreaction.cyclic.electron.flow.chlororespire

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



PS.lightreaction.photosystem.l.LHC.I

del3

del5

der3

der5

04

Corr:
-0.002

Corr:
-0.467

Corr:
-0.387

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Slop

10000

5000

—-5000 1

—10000 -

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

5000 10600006-5000

oT-----ua

5000 100600006-5000

5000 106@0000 1

00@00300@00B000




PS.lightreaction.photosystem.l.LHC.I

del3 del5

der3

der5

04

Corr:
-0.002

Corr:
-0.467

Corr:
-0.387

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.764.

Corr:
-0.171

Slop

10000

5000

—-5000 1

—10000 -

Corr:
-0.329

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ === ==+
O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 10600000 100@00300@00GO00




Position in rank

PS.lightreaction.photosystem.l.LHC.I

10000+

5000+

—50001

—10000+

del3 del5 der3
Var2

dér5




redox.peroxiredoxin

del3 del5 der3 der5
2.0
1.5
Corr: Corr: Corr: a
1.04 @
0.736 -0.611 0.765 @
Corr: Corr: =3
1 -0.522 0.764 o
1
1
1
1
-10000 A 1
10000 I
1
5000 - i
1
01 - - -== IS — Corr: %
""" -0.427 €8
1
-5000- ® :
1
-10000 :
10000 :
1
5000 :
! o
EEg— @D
0 JI- a1
1 1
-5000 | 1 I
1 1
1 1
-10000 - | I
0 0

—10006-5000

5000 10600006-5000 0 5000 100600006-5000

5000 1068000-6000-3000 O 3000




redox.peroxiredoxin

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.736

Corr:
-0.611

Corr:
0.765

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
-0.522

Corr:
0.764

Slop

10000

5000

—-5000 1

—10000 -

Corr:
-0.427

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ =—====+#

5000 10600006-5000

O+ =—====+#

5000 100600006-5000

5000 1068000-6000-3000 O 3000




Position in rank

redox.peroxiredoxin

10000+

5000+

—50001

—10000-

del3 del5

Var2

dér3

dér5




secondary.metabolism.phenylpropanoids.lignin.biosynthesis.4CL

del3

del5

der3

der5

2.0 1

1.51

1.0+

0.54

0.0+

Corr:
0.391

Corr:
-0.883**

Corr:
-0.371

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:

Corr:
0.148

Slop

10000

5000 |

—-5000 1

—10000 -

Corr:
0.654

giop

10000 ~

5000 |

0+

—=5000 1

—-10000 -

giop

—10006-5000

O+ -—=—=-=—=——-*

5000 10600006-5000

O+ =—====#

5000 100600006-5000

5000 1068000 O 3000 6000 9000




secondary.metabolism.phenylpropanoids.lignin.biosynthesis.4CL

2.0 1

1.51

1.0+

0.54

0.0+
10000 A

5000 -~

—-5000 1

—-10000 -

del3

del5

der3

der5

Corr:
0.391

Corr:
-0.883**

Corr:
-0.371

€lop

Corr:
-0.101

Corr:
0.148

Slop

10000

5000

—-5000 1

—10000 -
10000 ~

5000

0+

—=5000 1

Corr:
0.654

giop

—-10000 -

—10006-5000

giop

O+ =—====+#

5000 10600006-5000

O+ =—====+#

5000 100600006-5000

5000 1068000 O 3000 6000 9000




Position in rank

secondary.metabolism.phenylpropanoids.lignin.k

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



protein.assembly.and.cofactor.ligation

del3 del5 der3 der5

5 -

4-
31 Corr: Corr: Corr: =
2 0.458* -0.151 0.076 w
Corr: Corr: 2
-0.421. 0.107 o

-10000 A
®
w

-100004

&
0 1 a1

~5000 &

~100004,—
~10006-5000

o -

5000 10600006-5000

Sl _E

1

1

T T T T I
5000 100600006-5000 O

5000 10000 -5000 O

5000




protein.assembly.and.cofactor.ligation

del3

del5

der3

der5

04

Corr:
0.458*

Corr:
-0.151

Corr:
0.076

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
-0.421.

Corr:
0.107

Slop

10000

5000

—-5000 1

—10000 -

Corr:
-0.059

giop

10000 ~

5000

O+ =====

—-5000 4 °

giop

~10000 4,
~10006-5000

O+ =—====#

5000 10600006-5000

O+ =—====+#

SOOOlOOBDOOOGSOOO 0

500010000

-5000 O

5000




Position in rank

protein.assembly.and.cofactor.ligation

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




development.late.embryogenesis.abundant

del3

del5

der3

der5

04

Corr:
0.612*

Corr:
0.655**

Corr:
0.764***

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.786***

Corr:
0.594*

Slop

10000

5000

-5000 &

—10000 -

R e

Corr:
0.728**

giop

10000 ~
5000 -
0- _____

~5000

giop

~10000 4,
~10006-5000

1
1
1
1
1
1
1
T
1
}
1
1
1
1,
1
1
1
Eil
]
1
0

O+ =—====F

5000 10600006-5000

5000 100600006-5000

50001060@0095000 0 500010000




development.late.embryogenesis.abundant

del3

del5

der3

der5

04

Corr:
0.612*

Corr:
0.655**

Corr:
0.764***

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.786***

Corr:
0.594*

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.728**

giop

10000 ~

5000

O+ =====

—=5000 1

giop

~10000 4,
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

50001060@0095000 0 500010000




Position in rank

development.late.embryogenesis.abundant

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




transport.Major.Intrinsic.Proteins.TIP

del3 del5 der3 der5
2.0
1.5
10 Corr: Corr: Corr: 2
' 0.514 0.638 0.351 &
10000 :
1
5000 |
1
Corr: a
(o)
0.917** <
Corr: o
@
0.931** €8
&
01 &
ool R | |
1
1
_10000-I T I T T T T T T T T T T T T T
-10006-5000 O 5000 106A0006-5000 O 5000 100600006-5000 O 5000 100600000 -5000 O 5000




transport.Major.Intrinsic.Proteins.TIP

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.514

Corr:
0.638

Corr:
0.351

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.920**

Corr:
0.917**

Slop

10000

5000

—-5000 1

—10000 - =

Corr:
0.931**

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,
~10006-5000

O+ =—====+#

O+ =—====#

5000 10600006-5000

5000 100600006-5000

5000 10660000 -5000 O

5000




transport.Major.Intrinsic.Proteins.TIP

10000+

5000+

Position in rank

—50001

—10000-

del3 del5 der3
Var2

dér5




hormone.metabolism.jasmonate.synthesis.degradation.12.0xo0.PDA.reductase

del3

del5

der3

der5

1.00

0.751

0.50

0.25+4

0.00 1

Corr:
0.813.

Corr:
-0.188

Corr:
0.744

€lop

10000 A

5000 -~

~50001

—-10000 -

Slop

10000

5000

—-5000 1

—10000 -

giop

10000 ~

5000

0+

~50001

~10000 4.

giop

-10006-5000 O

5000 10600006-5000 0

5000 100600006-5000 O

5000 10000 -8000 -4000

0




hormone.metabolism.jasmonate.synthesis.degradation.12.0xo0.PDA.reductase

del3 del5 der3 der5
1.00 -
0.75 -
Corr: Corr: Corr: o
0.50 (o)
0.813. -0.188 0.744 @
0.25 -
0.00
10000 :
1
5000 - |
1
! Corr: Corr: o
O+ =-=-=-=-- R (o)
I -0.028 0.389 <
1
-5000 | |
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: g
i ! 0.037 W
1 1
-5000 A : :
1 1
-10000 A : :
10000 - : :
1 1
5000 - ! !
1 1
1 1
OF === == e + %
1 1 1 o1
1 1 1
-5000 A | | |
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T
-10006-5000 0 5000 106a0006-5000 0O 5000 10060000G-5000 0 5000 10000 -8000 -4000 O




hormone.metabolism.jasmonate.synthesis.degra

10000+

5000+

Position in rank

—50001

—10000-

del3 del5 der3 der5
Var2



nucleotide.metabolism.salvage.phosphoribosyltransferases.upp

del3 del5 der3 der5
1.00 -
0.75 -
Corr: Corr: Corr: o
0.50 (o)
0.638 0.857. 0.329 @
0.25 -
0.00
10000 A
5000 -
Corr: a
0 (o)
-0.365 <
-5000 |
-10000 A
10000
5000 -
0 - Corr: =
0.590 €

—-5000 1

—10000 -

10000 ~

5000 - -
1 Q
0 n o
1 1 @I
1 1 1
—=5000 1 1 1 1
1 1 1
1 1 1
_10000 a T T I T T T T I T T T T I T T T T
—-10006-5000 0 5000 106Q0006-5000 0 5000 100000006-5000 0O 5000 10000 0 4000 8000



nucleotide.metabolism.salvage.phosphoribosyltransferases.upp

del3

del5

der3

der5

1.00

0.751

0.50

0.251

0.00 1

Corr:
0.638

Corr:
0.857.

Corr:
0.329

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.357

Corr:
-0.365

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.590

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 10000

0

4000 8000




Position in rank

nucleotide.metabolism.salvage.phosphoribosyltr:

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.m

del3

del5

der3

der5

04

1l

Corr:
0.532

Corr:
-0.115

Corr:
0.731*

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.347

Corr:
0.537

Slop

10000

5000

—-5000 1

-100004

Corr:
0.331

giop

10000 ~

5000

0+

—=5000 1

—-10000 -

I

giop

—1000&5000

5000 10600006-5000

SOOOIOOBDOOOGSOOO 0

500010000 5000 O

500010000




protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.m

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
L 0.532 -0.115 0.731* w
0 o I
10000 :
1
5000 - |
1
! Cotrr: Corr: Q
0o+----- + - === = (o)
I 0.347 0.537 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
1 1 .
T T ) Corr: g
I 1 0.331 €9
1 1
-5000 A : :
1 1
-10000 A | |
10000 - ! ! !
1 1 1
1 1 1
5000 - ! ! !
1 1 1
1 1 1 %
OF === == T T ) S E T ITRE Iy SO | ©
1 1 1 o1
1 1 1
-5000 A | | ! I I
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T T
-10006-5000 0 5000 10600006-5000 0O 5000 100600006-5000 O 5000 10000 -5000 O 5000 10000



protein.synthesis.ribosome.biogenesis.Pre.rRNA

10000+

5000+

Position in rank

—50001

—10000-

del3 del5 der3 der5
Var2



PS.lightreaction.other.electron.carrier..ox.red..ferredoxin

del3 del5 der3 der5
2.0
Corr: Corr: Corr: 2
0.716 0.160 0.175 &
10000 1
5000 4
Corr: Corr: 2
-0.438 -0.459 o
-5000
-10000 A
10000 T
1
5000 - :
1
lEes 1 _ _ _ _ |l Corr: a
! ©
I 0.944* W
~5000 A _—
1
-10000 A -
10000 1 : :
1 1
5000 ! !
1 1
| | o
O+ ----—-48e _ _ L - R R —— 1 ©
1 1 o1
! e !
-5000 1 - ! =
1 1
1 1
_10000 - T T T T T I I
0 0

—10006-5000

0 5000 10600006-5000

5000 100600006-5000

5000 10000-7500-5000-2500 O




PS.lightreaction.other.electron.carrier..ox.red..ferredoxin

del3 del5 der3 der5
2.0
1.5
Corr: Corr: Corr: 2
0.716 0.160 0.175 @
10000 :
1
5000 |
1
! Corr: Corr: o
o+----- +- === = - (o)
| -0.438 -0.459 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
1 1 z
B R e Corr: g
! | 0.944* @«
1 1
-5000 | i i
1 1
-10000 A : :
10000 ! ! !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
O+ == === o I A - | RS- D)
1 1 1 o1
1 1 1
-5000 | I i I
1 1 1
1 1 1
_10000 - T T I T T T T I T T T T I T T T T T
-10006-5000 O 5000 106A0006-5000 0O 5000 100600006-5000 O 5000 10000-7500-5000-2500 O




Position in rank

PS.lightreaction.other.electron.carrier..ox.red..fer

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



protein.synthesis.ribosome.biogenesis.BRIX

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.526 -0.027 0.588 &
10000
5000
Corr: Corr: o
0 (o)
-0.365 0.675 &
-5000 |
-10000 A
10000
5000
0 - Corr: 3
[ -0.194 €8
-5000 |
-10000 -
10000
5000 i ,
o e [ | - &
1 1 1 o1
1 1 1
-5000 | 1 I I
1 1 1
1 1 1
—10000 1, ; ! ; ! !
0 0

—10006-5000

0 5000 10600006-5000

5000 100600006-5000

5000 10000

2500 5000 7500




protein.synthesis.ribosome.biogenesis.BRIX

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.526 -0.027 0.588 &
10000 :
1
5000 |
1
! Corr: Corr: o
O+=-=-=-=-- e (o)
i -0.365 0.675 &
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: g
| | -0.194 €9
1 1
-5000 | i i
1 1
-10000 A : :
10000 ! ! !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
OF === == E T T ) S E T ITTRE Iy | ©
1 1 1 o1
1 1 1
-5000 | | | |
1 1 1
1 1 1
_10000 - T T I T T T T I T T T T I T T T T
-10006-5000 O 5000 106A0006-5000 0O 5000 100600006-5000 O 5000 10000 2500 5000 7500




Position in rank

protein.synthesis.ribosome.biogenesis.BRIX

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.D

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.316 0.287 0.456 @
10000
5000
Corr: Corr: o
0 (o)
0.398 -0.026 <
-5000 |
-10000 A
10000
5000
0 - Corr: =
-0.198 €8
-5000 |
-10000 -
10000
50001 o -
1 1 1
! ! i U Q
0+ - —— —= - [ e T - — — | = @
1 1 1 o1
1 1 1
-5000 | | 1 1
1 1 1
1 1 1 .
_10000 B T T I T T T T I T T T T I T T T T
-10006-5000 O 5000 106Q0006-5000 O 5000 1006D000G-5000 O 500010000 O 4000 8000



protein.synthesis.ribosome.biogenesis.Pre.rRNA.processing.and.modifications.D

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.316 0.287 0.456 @
10000 :
1
5000 - |
1
! Corr: Corr: o
o+----- = === - - @
I 0.398 -0.026 <
1
-5000 - I
1
1
-10000 4 1
10000 . .
1 1
1 1
5000 A 1 1
1 1
O______%____________% ______ Corr: 3
I 1 -0.198 €9
1 1
-5000 - | ;
1 1
-10000 A : :
10000 A I I I
1 1 1
1 1 1
5000 - ! ! !
1 1 1
1 1 1 %
O+ == === o I ) L - | - D)
1 1 1 o1
1 1 1
-5000 - I I I
1 1 1 .
1 1 1
_10000 - T T I T T T T I T T T T I T T T T
-10006-5000 0 5000 106Q0006-5000 0 5000 100600006-5000 0O 500010000 O 4000 8000



Position in rank

protein.synthesis.ribosome.biogenesis.Pre.rRNA

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



transport.metabolite.transporters.at.the.envelope.membrane

del3 del5 der3 der5

Corr: Corr: Corr:
0.381. 0.161 0.735***

€lop

10000 A

5000 -~

Corr: Corr:
0.270 0.343
-5000 A

—-10000 -

Slop

10000

50004

Corr:

0.274
—-5000 1

—10000 -

giop

10000 ~

5000

0O+ =

—=5000 1

giop

~100004,—
~10006-5000

O = = == -
od sl ’

5000 10600006-5000 5000 100600006-5000 5000 100065000 O 5000 10000



transport.metabolite.transporters.at.the.envelope.membrane

del3

del5

der3

der5

04

Corr:
0.381.

Corr:
0.161

Corr:
0.735***

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.270

Corr:
0.343

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.274

giop

10000 ~

5000

O+ =====

—=5000 1

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====#

5000 10600006-5000

5000 100600006-5000

5000 100065000 O 5000 10000




Position in rank

transport.metabolite.transporters.at.the.envelope

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



major.CHO.metabolism.synthesis.starch.AGPase

del3

del5

der3

der5

04

Corr:
-0.262

Corr:
0.121

Corr:
0.088

€lop

10000 A

5000 -

—-10000 -

Corr:

—-0.633.

Corr:
-0.418

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.816*

giop

10000 ~

5000

0+

—-5000 4

giop

~100004,—
~10006-5000

ol __ 28 .

5000 10600006-5000

o1 - - -

5000 100600006-5000

i
1
]
!
0

5000 1066000

0 5000




major.CHO.metabolism.synthesis.starch.AGPase

del3

del5

der3

der5

04

Corr:
-0.262

Corr:
0.121

Corr:
0.088

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
-0.633.

Corr:
-0.418

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.816*

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+F

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 1066000

0 5000




Position in rank

major.CHO.metabolism.synthesis.starch.AGPase

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



cell.wall.cellulose.synthesis. COBRA

del3

del5 der3

der5

04

Corr: Corr:
0.819* 0.924**

Corr:
0.578

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.374

Slop

10000

5000

—-5000 1

—10000 -

Corr:
I I 0.815*
1

Corr:
0.449

giop

10000 4
5000 A
0

~50001 |

giop

~100004,—
~10006-5000

O ==

|
0

5000 10600006-5000 0 5000 100600006-5000

5000 100065000 O 5000 10000




cell.wall.cellulose.synthesis. COBRA

del3 del5 der3 der5
4 -
3 -
) Corr: Corr: Corr: a
0.819* 0.924** 0.578 w
mn
0 -
10000 A :
1
5000 - ]
1
! Corr: Corr: o
O+ =-=-=-=-- I (o)
| 0.815* 0.374 <
1
-5000 A 1
1
1
-10000 A 1
10000 T T
1 1
1 1
5000 A 1 1
1 1
1 1 .
O R . e Corr: g
| | 0.449 €9
1 1
~5000 A , ,
1 1
~10000 A : ] I .
10000 - ! ! !
1 1 1
1 1 1
5000 4 ! ! !
1 1 1
1 1 1 %
OF === == T T ) S E T ITRE Iy SO | ©
1 1 1 o1
1 1 1
-5000 A | I |
1 1 1
_10000 B T T I T T T T I T T T T I T T T T T
-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0 5000 100065000 O 5000 10000




Position in rank

cell.wall.cellulose.synthesis.COBRA

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




secondary.metabolism.flavonoids.flavonols

del3 del5 der3 der5
2.0
1.5
Corr: Corr: Corr: o
1.04 @
0.043 -0.637 -0.487 @

Corr:

o

(o)

-0.180 <
Corr: o
@

0.423 €8

0+

—-5000 4

giop

~100004,—

—10006-5000 5000 10600006-5000 5000 100600006-5000 5000 100065000 O 5000 10000

"
1
1
!
0



secondary.metabolism.flavonoids.flavonols

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.043

Corr:
-0.637

Corr:
-0.487

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.383

Corr:
-0.180

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.423

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 100065000 O 5000 10000




Position in rank

secondary.metabolism.flavonoids.flavonols

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




cell.wall.hemicellulose.synthesis.glucuronoxylan

del3 del5 der3 der5
Corr: Corr: Corr: a
0.756* 0.469 0.580 w
10000 A
5000 -
Corr: Corr: o
0+ @
0.780* 0.540 <
-5000 A
-10000 A
10000
5000 -
! ! Corr:
OTf- -~~~ 7~ ~"~"~""7fIf~~~"~"~"7-~"~~-77 %
I 1 0.532 €9
1 1
~5000 A , :
1 1
-10000 A i i
10000 - ' -
5000 4
&
0+ ; o
1
-5000 A |
1
1
_10000 B T T T T T T T T T T T T I T T T T T
-10006-5000 0 5000 106a0006-5000 O 5000 10060000G-5000 0O 5000 1068000 O 5000 10000




cell.wall.hemicellulose.synthesis.glucuronoxylan

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.756* 0.469 0.580 w
10000 :
1
5000 |
1
! Corr: Corr: a
O+=-=-=-=-- + == == = - (o)
1 0.780* 0.540 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________%____ Corr: 3
I 1 0.532 €9
1 1
-5000 , , I
1 1
-10000 A | |
10000 ! ! !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
OF === == E T T ) S E T IR ) S lm = == o ©
1 1 1 o1
1 1 1
-5000 | | i |
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T T
-10006-5000 O 5000 106Q0006-5000 O 5000 1006D000G-5000 O 50001008000 O 5000 10000




Position in rank

cell.wall.hemicellulose.synthesis.glucuronoxylan

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



RNA.regulation.of.transcription. CCAAT.box.binding.factor.family..HAP2

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
0.715* 0.257 0.469 w
10000
5000
Corr: Corr: 2
0.395 0.540 o
-5000 |
-10000 A
10000
5000
Corr: o
@
0.872** €8
-5000 |
-10000 - I
10000 :
1
5000 :
: &
0 =D e ] z
1 1 o1
i 1 1
-5000 | ] I i
1 1 1
1 1 1
-10000 1, ; ! ! ! ;
0 0 0

—10006-5000

5000 10600006-5000

5000 100600006-5000

5000 10000 -5000 O

5000




RNA.regulation.of.transcription. CCAAT.box.binding.factor.family..HAP2

del3

del5

der3

der5

1-.
04

Corr:
0.715*

Corr:
0.257

Corr:
0.469

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.395

Corr:
0.540

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.872**

giop

10000 ~

5000

O+ =====

—=5000 1

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 10000 -5000 O 5000




Position in rank

RNA.regulation.of.transcription. CCAAT.box.bindit

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



cell.wall.pectin.esterases.misc

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.777.

Corr:
0.369

Corr:
0.656

€lop

10000 A

5000 -

Corr:
0.500

Slop

—-5000 1

—10000 -

Corr:
0.635

giop

10000 ~

5000

O+ =====

S
—=5000 1 *

giop

~100004,—
~10006-5000

O m = m e e pmm e e e ke e e e e = —m —m - e e e e e = = = = = o

5000 10600006-5000

5000 100600006-5000

5000 1066000

0 5000




cell.wall.pectin.esterases.misc

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.777.

Corr:
0.369

Corr:
0.656

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.462

Corr:
0.500

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.635

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====#

5000 10600006-5000

5000 100600006-5000

5000 1066000

0 5000




Position in rank

cell.wall.pectin.esterases.misc

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




transport.NDP.sugars.at.the.ER

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.256

Corr:
0.085

Corr:
0.735.

€lop

10000 A

5000 -

—-10000 -

Corr:
0.481

Corr:
0.489

Slop

10000

5000

—-5000 1

—10000 -

—— e ] o e e o -

Corr:
0.705.

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—,
~10006-5000

O —=——mmfpmmm e k- == -
1

5000 10600006-5000 0 5000 100600006-5000 O

5000 100065000 O 5000 10000




transport.NDP.sugars.at.the.ER

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.256

Corr:
0.085

Corr:
0.735.

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.481

Corr:
0.489

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.705.

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 100065000 O 5000 10000




Position in rank

transport.NDP.sugars.at.the.ER

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




cell.cell.death.plants

del3 del5 der3 der5
1.00 4
0.75 -
Corr: Corr: Corr: a
0.50 - @
-0.214 0.068 0.790 @
0.25 -
0.00 A
10000 :
1
5000 1
1
! Corr: Corr: 2
-0.164 -0.053 o
Corr: o
@
0.156 €8
10000 y
5000
i .
0+ o
~5000 1
1
1
_10000-I T I T T T T I T T T T T T T T T
-10006-5000 O 5000 106A0006-5000 O 5000 1006D0006-5000 O 500010000 -5000 O 5000




cell.cell.death.plants

del3

del5

der3

der5

1.00

0.751

0.50

0.251

0.00 1

Corr:
-0.214

Corr:
0.068

Corr:
0.790

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
-0.164

Corr:
-0.053

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.156

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ =—====+#

5000 10600006-5000

O+ =—====F

5000 100600006-5000

5000 10000 -5000 O

5000




Position in rank

cell.cell.death.plants

10000+

5000+

—50001

—10000-

del3 del5

Var2

dér3

dér5




Biodegradation.of.Xenobiotics.hydroxyacylglutathione.hydrolase

del3 del5 der3 der5
1.00 4
0.75 -
Corr: Corr: Corr: o
0.50 - )
0.236 0.096 0.837. @
0.25 -
0.00 A
10000 :
1
5000 1
1
1 Corr: Corr: 2
-0.144 0.027 o
Corr: o
@
0.613 €8
0 2
1 (3]
~5000 - _I
! :
= .--'I e 1
—-10000 4, : 1 1 1
0

—10006-5000

5000 10600006-5000 0 5000 100600006-5000 O

5000 1068000-6000-3000 O 3000




Biodegradation.of.Xenobiotics.hydroxyacylglutathione.hydrolase

del3 del5 der3 der5
1.00 4
0.75 -
0.50 Corr: Corr: Corr: 2
' 0.236 0.096 0.837. &
0.25 -
0.00 A
10000 :
1
5000 |
1
! Corr: Corr: o
O+=-=-=-=-- e (o)
| -0.144 0.027 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: g
1 1 0.613 €9
1 1
-5000 | i i
1 1
-10000 A : :
10000 ! ! !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
OF === == T T ) S E T ITRE Iy SO | ©
1 1 1 o1
1 1 1
-5000 | I i I
1 1 1
1 1 1
_10000 - T T I T T T T I T T T T I T T T T T T
-10006-5000 O 5000 106A0006-5000 O 5000 100600006-5000 O 5000 1068000-6000-3000 0 3000




Position in rank

Biodegradation.of.Xenobiotics.hydroxyacylglutatt

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



protein.postranslational.modification.kinase

del3

del5

der3

der5

04

Corr:
0.688**

Corr:
0.853***

Corr:
0.661**

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.615**

Corr:
0.585*

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.710**

giop

10000 ~

5000

0+

—=5000 1

—-10000 -

giop

—10006-5000

O+ —====¢

O+ =—====¢

5000 10600006-5000

5000 100600006-5000

O = = =

5000 10000 -5000 O

5000 10000




protein.postranslational.modification.kinase

del3

del5

der3

der5

2-I L
0-

Corr:

Corr:

0.688** 0.853***

Corr:
0.661**

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.615**

Corr:
0.585*

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.710**

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 10000 -5000 O 5000 10000




Position in rank

protein.postranslational.modification.kinase

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




cell.wall.precursor.synthesis.UGE

del3

del5

der3

der5

2.0 1

1.54

1.0+

0.5 1

0.0+

Corr:
0.8009.

Corr:
-0.099

Corr:
0.141

€lop

10000 A

5000 -

—-10000 -

Corr:
0.457

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.959**

giop

10000 ~

5000

0+

—-5000 4

giop

~10000 4,
~10006-5000

0 5000 10600006-5000

!
0

5000 100600006-5000

© =t P RS

50001060@0095000 0 500010000




cell.wall.precursor.synthesis.UGE

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.809. -0.099 0.141 @
10000 :
1
5000 |
1
! Corr: Corr: o
O+=-=-=-=-- === = = - (o)
| 0.319 0.457 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: 3
| | 0.959** €8
1 1
-5000 - , , l
1 1
-10000 A : :
10000 ! I !
1 1 1
1 1 1
5000 ! ! !
1 1 1
1 1 1 %
OF === == T T ) S E T ITRE Iy SO le = = = = o ©
1 1 1 o1
1 1 1
-5000 | I i I
1 1 1
1 1 1
_10000 B T I T T T T I T T T T I
~100065000 O 5000 108000065000 O 5000 1008000065000 0 5000 10800085000 0 500010000




cell.wall.precursor.synthesis.UGE

10000+

5000+

Position in rank

—50001

—10000-

del3 del5 der3 der5
Var2



cell.wall.cell.wall.proteins.LRR

del3 del5 der3 der5
Corr: Corr: Corr: a
0.654** 0.454. 0.444. w
10000 A
5000 -
Corr: o
0+ - (o)
0.301 <
-5000 A
-10000 A
10000
5000 -
0+ - Corr: a
0.497* €9
-5000 A
-10000 -
10000 -
5000 4
&
0t - _ &
1 1
-5000 A | I |
1 1 1
1 1 1
_10000 B T T I T T I T T T T I T T T T T
-10006-5000 0 0006-5000 0 5000 1006D000G-5000 O 5000 100065000 O 5000 10000




cell.wall.cell.wall.proteins.LRR

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.654** 0.454. 0.444. w
10000 :
1
5000 - |
1
! Corr: Corr: a
O+ =-=-=-=-- = === (o)
I 0.359 0.301 <
1
-5000 | I
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: 3
| | 0.497* €9
1 1
-5000 A : :
1 1
-10000 A | : I
10000 - ! ! !
1 1 1
| 1 1
5000 - ! ! !
1 1 1
1 1 1 %
OF =—==== T T ) S T I I S | —— ©
1 1 1 o1
1 1 1
-5000 A | I i
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T T
-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0 5000 100065000 O 5000 10000




Position in rank

cell.wall.cell.wall.proteins.LRR

10000+

5000+

—50001

—10000-

del3 del5 der3
Var2

dér5




protein.synthesis.ribosome.biogenesis.export.from.nucleus

del3 del5

der3

der5

04

Corr:
0.662

Corr:
0.766*

Corr:
-0.729.

€lop

10000 A

5000 -~

5000

—-10000 -

Corr:
0.803*

Corr:
-0.397

Slop

10000

5000

50001 |

—10000 -

Corr:
-0.605

giop

10000 4
5000 |
O-_

—=5000 1

giop

~100004,—,
~10006-5000

O+ =—====#

5000 10600006-5000

5000 1066000

0 5000




protein.synthesis.ribosome.biogenesis.export.from.nucleus

del3

del5

der3

der5

04

Corr:
0.662

Corr:
0.766*

Corr:
-0.729.

€lop

10000 A

5000 -~

—-5000 1

—-10000 -

Corr:
0.803*

Corr:
-0.397

Slop

10000

5000

—-5000 1

—10000 -

Corr:
-0.605

giop

10000 ~

5000

O+ ====

—=5000 1

giop

~100004,—
~10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 1066000

0 5000




Position in rank

protein.synthesis.ribosome.biogenesis.export.fro

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2



hormone.metabolism.ethylene.signal.transduction

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: a
0.764** 0.515. 0.365 w
10000 A
5000 -
Corr: Corr: o
0+ (0}
J 0.395 0.223 <
-5000 §
-10000 A
10000
5000 -
0- Corr: %
0.433 €9
-5000 #
-10000 -
10000 -
5000 4
&
0 - o

—=5000 1

~100004,—
~10006-5000

I
0

5000 10600006-5000

0 5000 100600006-5000 O

5000 10000-7500-5000-2500 O




hormone.metabolism.ethylene.signal.transduction

del3

del5

der3

der5

04

Corr:

Corr:

0.764** 0.515.

Corr:
0.365

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.395

Corr:
0.223

Slop

10000

5000

—-5000 1

—10000 -

Corr:
0.433

giop

10000 ~

5000

O+ =====

—-5000 4

giop

~100004,—
~10006-5000

O+ =—====#

5000 10600006-5000

O+ =—====#¢

5000 100600006-5000

5000 10000-7500-5000-2500 O




hormone.metabolism.ethylene.signal.transductio

10000+

5000+

Position in rank

—50001

—10000-

del3 del5 der3 der5
Var2



protein.synthesis.ribosomal.protein.eukaryotic.60S.subunit.L7A

del3

del5

der3

der5

04

Corr:
-0.844.

Corr:
-0.019

Corr:
0.391

€lop

10000 A

5000 -

Corr:
0.516

Corr:
-0.514

Slop

-50001 *

—10000 -

Corr:
-0.019

giop

10000 ~
5000 -

0+

giop

~100004,—
~10006-5000

O+ =—====#

5000 10600006-5000

5000 100600006-5000

O = = = = =

5000 1068000 -2500 O 2500




protein.synthesis.ribosomal.protein.eukaryotic.60S.subunit.L7A

del3

del5

der3

der5

04

Corr:
-0.844.

Corr:
-0.019

Corr:
0.391

€lop

10000 A

5000 -

—-5000 1

—-10000 -

Corr:
0.516

Corr:
-0.514

Slop

10000

5000

—-5000 1

—10000 -

Corr:
-0.019

giop

10000 ~

5000

0+

—-5000 4

—10000 -

giop

—10006-5000

O+ =—====+#

O+ =—====+#

5000 10600006-5000

5000 100600006-5000

5000 1068000 -2500 O

2500




Position in rank

protein.synthesis.ribosomal.protein.eukaryotic.6(

10000+

5000+

—50001

—10000+

del3 del5 der3 der5
Var2



cell.wall.cellulose.synthesis.cellulose.synthase

del3 del5 der3 der5
3 -
2 -
Corr: Corr: Corr: 2
L 0.490* 0.576** 0.462* w
0 -
10000 A 1
5000 -
Corr: Corr: o
0+ (0}
0.329 0.561** <
-5000 |
-10000 A
10000
5000 -
0 - Corr: a
0.770%** &
-5000 A
-10000 -
10000 - :
1
5000 - :
1 o
B L I I T @D
0 i >
1
-5000 A |
1 1
1 1
_10000 B T T T T T T T I T T I.IIIIIII T I T T T T T T
-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0 5000 106AMO0S5000 O 500010000




cell.wall.cellulose.synthesis.cellulose.synthase

del3 del5 der3 der5
Corr: Corr: Corr: 2
0.490* 0.576** 0.462* w
10000 :
1
5000 - |
1
! Corr: Corr: o
0+ =-=-=-=-- == === (o)
i 0.329 0.561** <
1
-5000 | |
1
1
-10000 A 1
10000 I I
1 1
1 1
5000 A 1 1
1 1
0______%____________% ______ Corr: g
| | 0.770*** €9
1 1
-5000 A : :
1 1
-10000 A : :
- T T X T
10000 1 1 s | ®
1 1 1
5000 - ! ! !
1 1 1
1 1 1 %
OF === == E T T I SE . [ S lm = = o ©
1 1 1 o1
1 1 1
-5000 A i I |
1 1 1
1 1 1
_10000 B T T I T T T T I T T T T I T T T T T T
-10006-5000 0 5000 106A0006-5000 0O 5000 10060000G-5000 0 5000 106AMO0S5000 O 500010000




Position in rank

cell.wall.cellulose.synthesis.cellulose.synthase

10000+

5000+

—50001

—10000-

del3 del5 der3 der5
Var2




